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BCR-ABL, (379) 244 

BDNF, (379) 247 

Bendability, (393) 124 

Benzimidazole, (385) 7 

Benzophenone synthase, (383) 264 
Benzothiophene-carboxamide, (382) 323 
Bertholletia excelsa, (385) 154 

Beta subunit, (389) 213 

Beta vulgaris, (395) 39, 58 
Beta-adrenoceptor, (399) 108 

Betaine, (391) 287, 293 

Beticolin, (398) 48 

b-FGF, (397) 253 

BGT-1, (391) 287, 293 

BlAcore, (393) 314 

Bidens pilosa, (380) 93 

Bidirectional transport, (391) 279 
Bifunctional, (392) 71 

Bifunctional enzyme, (378) 57 

Bilayer membrane, (391) 215 

Bile acid, (388) 80 

Bile-acid binding protein, (384) 131 
Bilirubin, (390) 294 

Bilirubin and 4-nitrophenol glucuronidation, (379) 181 
Binase, (384) 143 

Binding, (385) 238 

Binding domain, (379) 191 

Binding equation, (392) 245 

Binding motif, (387) 42 

Binding properties, (398) 183 

Binding properties of applied lectins, (384) 231 
Binding protein, (392) 59 

Binding site, (398) 26 

Binding stoichiometry, (392) 277 

Bioactive conformation, (394) 169 
Bioactive peptide, (383) 18; (385) 81 
Biochemical function, (395) 221 

Biological oscillation, (380) 263 
Bioreactors, (397) 210 

Biosynthesis, (380) 157 

Biotin-binding protein, (382) 183 

Biphasic modulation, (381) 71 
Biphenylimidazoles, (394) 361 

Bipolar disorder, (386) 225 

Bistability, (390) 229 

Black tea, (392) 40 

Blood platelet, (378) 258 

BMH1, (391) 252 

BMH, (391) 252 

Boar spermadhesin PSP-I/ PSP-II, (382) 15 
BODIPY-FL prazosin, (386) 141 

Bone, (393) 307 

Bone resorption, (387) 175 

Bone turnover, (388) 134 
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Borna disease virus, (378) 145 
Botulinum, (386) 133 
Botulinum toxin, (378) 253 
Botulinum toxin A, (394) 109 
Bovine, (396) 208 

Bovine adrenal medulla, (379) 273 

Bovine leukaemia virus, (392) 220 

Bovine liver, (391) 333 

Bovine pancreatic trypsin inhibitor, (388) 233; (396) 108 
Bovine platelet, (388) 94 

Bovine polymorphonuclear leukocyte, (388) 94 
Bovine seminal plasma, (399) 147 

Bovine serum albumin, (391) 134 

Bradyrhizobium japonicum, (394) 349 

B-Raf-1 kinase, (385) 131 

Brain, (379) 239; (380) 133; (382) 179; (394) 335 
Brain cortex, (383) 59 

Brain hexokinase, (391) 9 

Brain inflammation, (394) 117 

Brain microvessel, (384) 19 

Brain noradrenergic neuron, (390) 217 

Brain specific expression, (396) 333 

Brain tissue, (395) 33 

Breast cancer, (380) 215 

Broad host range plasmid RSF1010, (388) 169 
Bronchoalveolar lavage, (390) 187 

Brown and white adipose tissue, (399) 290 

Brush border membrane, (396) 218 

BSE, (389) 3 

Budding, (384) 65 

Buffalo milk, (394) 91 

Buforin IT, (398) 87 

By-pass, (384) 131 


C. difficile ADP-ribosyltransferase, (395) 191 
C. spiroforme toxin, (395) 191 
C/M-conformation of transporter, (394) 61 
Clq binding activity, (388) 161 

Clq binding site, (397) 245 

Clq receptor, (397) 245 

Clr, (386) 15 

C3 enzyme, (395) 191 

C3a, (395) 157 

C3a receptor, (395) 157 

C, photosynthesis, (396) 152 

CS5a, (395) 157 

CSa receptor, (395) 157 

C9, (380) 8 

Ca?*, (392) 129, 263; (399) 277 

Ca** assay, (378) | 

Ca?* channel, (379) 15; (387) 47; (391) 189 
Ca** dependence, (387) 75 

Ca** dependent kinase, (387) 53 

Ca?* efflux, (397) 298 

Ca** imaging, (397) 39 

Ca?* influx, (386) 51 

Ca?* ion, (392) 205 

Ca** oscillation, (379) 21; (390) 149 

Ca** overload, (393) 135 

Ca** regulation, (383) 59 

Ca** release, (383) 59 

Ca** transport, (389) 293; (399) 171 

Ca?* wave, (379) 21 
Ca**/calmodulin-dependent protein kinase II, (396) 333 
Ca?’*-activated chloride current, (381) 98 
Ca?*+-ATPase, (387) 85, 171; (388) 128; (392) 194, 274; (396) 115 
Ca** -binding protein, (382) 198; (384) 227 
Ca?*-dependent Cl~ current, (390) 149 
Ca?*-dependent inactivation, (378) 121 
[Ca**];, (384) 135 

c-ab/ Proto-oncogene, (390) 170 

Caco-2 cell, (384) 131 

Cadmium, (382) 229 

Caenorhabditis elegans, (380) | 

Caffeic acid, (378) 203 

Caffeic acid derivative, (396) 266 

CAG repeat, (399) 135 
Caged substrate, (380) 183 
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Calcein, (382) 304; (383) 99 

Calcineurin, (379) 38; (382) 89; (394) 321 

Calcipotriol, (378) 88 

Calcitonin gene-related peptide mRNA, (393) 248 

Calcitonin mRNA, (393) 248 

Calcium, (378) 107, 150; (379) 305; (380) 229; (382) 31; (385) 47, 58; 
(386) 26; (391) 323; (392) 11, 71, 225; (393) 86, 185, 236; (394) 61, 
109; (395) 39 

Calcium channel, (384) 189; (385) 176; (397) 331 

Calcium current, (399) 188 

Calcium homeostasis, (379) 38 

Calcium influx, (390) 78, 289 

Calcium ion dependence, (380) 267 

Calcium ion release, (380) 267 

Calcium ion store, (395) 137 

Calcium mobilization, (392) 66 

Calcium regulation, (380) 281; (384) 43 

Calcium release, (379) 227; (380) 49 

Calcium release channel, (395) 123 

Calcium release-activated calcium channels, (390) 285 

Calcium response, (396) 157 

Calcium-binding protein, (391) 323 

Calcium-dependent activation, (382) 84 

Calcium-dependent phospholipid-binding protein, (383) 208 

Calcium-dependent protein kinase, (396) 147 

Calcium-independent activation, (382) 84 

CALLA/CD 10, (380) 79 

Calmodulin, (380) 93; (390) 289; (391) 24; (392) 255 

Calmodulin co-expression, (379) 135 

Calnexin, (387) 27; (397) 321 

Calpain, (385) 109; (391) 297; (392) 11; (393) 292 

Calponin, (392) 255 

Calreticulin, (397) 245 

Calystegia sepium, (397) 352 

cAMP, (378) 27; (382) 89; (383) 63; (391) 263; (395) 241, 272; (396) 
271; (397) 89 

cAMP analog, (396) 309 

cAMP responsive element, (385) 34 

cAMP-dependent protein kinase, (379) 299; (382) 53, 93; (384) 138 

cAMP-phosphodiesterase, (384) 97 

Camptothecin and analogs, (396) 289 

Cancer, (380) 103; (385) 233; (394) 129; (399) 158 

Candida, (381) 195 

Cannabinoid receptor, (393) 231 

Cannabis, (393) 231 

Cap structure, (394) 233 

Cap Z, (378) 258 

CAP 18, (398) 74 

Capacitation, (396) 227 

Capacitative calcium influx, (386) 39; (394) 159 

CAPAN, (393) 264 

Capillary, (394) 335 

Capillary electrophoresis, (382) 73; (397) 45 

Capping protein, (378) 258 

Capsicum annuum, (394) 21 

Capsular polysaccharide, (391) 157 

Carbamoylphosphate synthetase, (399) 310 

Carbohydrate antigen, (395) 68 

Carbohydrate binding residue, (390) 271 

Carbohydrate-binding site, (389) 289 

Carbon dioxide, (399) 67 

Carbon monoxide, (383) 13 

Carbon source starvation, (390) 319 

Carbon starvation, (383) 175 

Carbonic anhydrase-related protein, (398) 322 

2-Carboxyarabinitol 1-phosphate, (388) 223 

y-Carboxylation, (385) 241 

Carboxymethylation, (397) 122 

Carboxypeptidase, (384) 31 

Carcinus maenas, (384) 251 

Cardiac hypertrophy, (379) 255 

a-Cardiac MHC, (391) 39 

Cardiac muscle, (395) 148 

Cardiac myocyte, (383) 267; (389) 167; (393) 174 

Cardiac troponin, (384) 43 

Cardiolipin, (389) 281; (397) 260 

Cardiomyocyte, (395) 148 

Carnitine, (390) 1; (399) 310 
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Carnitine palmitoyl transferase, (390) | 
Carnitine translocase, (397) 260 
Carotene, (384) 240 
Carotenoid, (389) 199 
Carrier regulation, (395) 272 
Carrier system, (390) 315 
Carrot cell, (380) 97 
Carryover prevention, (388) | 
Cartilage, (393) 307 
Cartilage degradation, (380) 17 
Casein kinase, (382) 149 
Casein kinase II, (378) 115; (391) 238; (398) 317 
Casein kinase II activity, (398) 317 
CAT assay, (397) 207 
CAT, chloramphenicol acetyltransferase, (380) 204 
Catabolite repression, (390) 319 
Catalase, (382) 281 
Catalase gene, (383) 150 
Catalysis, (381) 106; (383) 259 
Catalytic antibody, (395) 73 
Catalytic domain, (398) 31 
Catalytic mechanism, (382) 186 
Catalytic site, (390) 339 
Cataract, (395) 174 
Catechol, (384) 251 
Catecholamine, (399) 9 
Cathelin, (390) 95; (391) 5 
Cathepsin, (389) 55; (391) 109; (392) 233; (393) 307; (395) 113 
Cathepsin B, (384) 211; (391) 297; (394) 307 
Cathepsin C, (392) 277 
Cathepsin D, (382) 37; (396) 139; (397) 313 
Cathepsin G, (386) 82 
Cathepsin L, (394) 345 
Cation dependence, (389) 179 
Cation transport, (395) 153 
Cationic cholesterol, (397) 207 
Cationic lipid, (391) 215 
Cationic liposome, (380) 108; (397) 207 
Caveolae, (380) 198; (388) 143; (389) 52 
chb3-type cytochrome c oxidase, (394) 349 
CBF1, (387) 179 
CBF3, (389) 70 
Cbl, Fey receptor, (382) 11 
C-cell, (393) 248 
CCTn-chaperonin gene, (383) 277 
CD, (378) 43; (381) 237; (395) 160; (396) 196 
CD spectroscopy, (394) 289 
CD spectrum, (387) 81 
CD21, (381) 227 
CD26, (383) 145 

CD35, (381) 227 

CD38, (396) 327; (397) 113 

CD4, (381) 227 

CD4+ T cell, (393) 93 

CD40, (386) 115 

CD44, (388) 211 

CDS9, (399) 272 

cde2, (379) 217 

Cdc42, (386) 230 

CDC48, (382) 261 

Cdk5, (378) 48 


cDNA, (378) 57; (381) 135; (382) 125; (384) 9; (386) 128; (387) 189; 


(389) 324; (390) 81; (391) 5; (392) 71; (396) 181; (399) 339 
cDNA clone, (378) 19 


cDNA cloning, (378) 245; (381) 149; (384) 289; (387) 27, 117; (389) 
273; (391) 1, 269; (392) 95, 189; (393) 259; (396) 147; (397) 83, 250, 


352; (398) 170, 259; (399) 295 
cDNA sequence, (388) 139; (394) 21 
CDPK-related protein kinase, (396) 147 
Cecropin, (379) 273 
B-Cell, (378) 227 
Cell adhesion, (382) 65; (384) 247; (399) 53 
Cell attachment, (396) 37 
Cell culture, (380) 257; (391) 21; (396) 177 
Cell cycle, (384) 107; (385) 34, 143; (391) 66, 175; (397) 65 
Cell death, (381) 93; (387) 78; (394) 321 
Cell differentiation, (393) 139; (394) 356 
Cell growth factor, (396) 103 









Cell growth inhibition, (397) 215 

Cell motility, (382) 193 

Cell polarity, (392) 237 

Cell proliferation, (378) 88; (394) 159 
Cell surface, (388) 29 

Cell surface proteoglycan, (383) 75 
Cell volume, (391) 287, 293 

Cell wall, (388) 139; (392) 184 

Cell wall invertase, (385) 171 

Cell wall mannan, (395) 109 

Cell-free translation, (397) 143 
Cellobiohydrolase 1, (390) 339 
Cellophane wrap, (378) 219 

Cellular delivery, (390) 315 

Cellular fibronectin, (391) 52 

Cellular location, (392) 81 

Cellular process, (390) 119 

Cellular signaling, (399) 127 

Cellular uptake, (394) 174 

Cellulase, (378) 51; (390) 339 
Cellulose, (378) 51 

Cellulose-bound synthetic peptide, (379) 122 
Centaurium erythraea, (383) 264 
Central metabolism, (392) 148 
Centromere, (389) 70 

Ceramide, (378) 88; (383) 223; (390) 233; (395) 267 
Cereal, (396) 285 

Cerebellar granule cells, (391) 336 
Cerebellum, (391) 45 

58°~'s", (380) 198 

c-fos, (379) 255 

c-fos, (381) 222 

c-Fos, (390) 47 

CFPAC, (393) 264 

CFTR, (381) 47; (393) 264 

cGMP, (385) 47; (386) 39; (393) 211 
cGMP cycle, (385) 185 

Channel phosphorylation, (391) 189 
Channel protein, (398) 12 
Channeling, (382) 18 

Chaperone, (379) 302; (382) 281; (385) 67; (389) 32; (399) 75 
Chaperonin, (379) 127 

CHAPS, (391) 199 

Characterization, (384) 35 

Charge neutrality, (397) 159 
Charge-transfer mechanism, (387) | 
Chelate complex formation, (392) 269 
Chelator, (378) 37; (382) 304 
Chemical cleavage, (384) 207 
Chemical cross-linking, (387) 75 
Chemical modification, (383) 55; (392) 293 
Chemical modification of reaction center, (379) 97 
Chemo-enzymatic synthesis, (379) 227 
Chemokine, (379) 265; (395) 82; (399) 43 
Chemotaxis, (388) 165 
Chemotherapy, (390) 39; (391) 61 
Chick embryo, (379) 82 

Chicken, (382) 183 

Chicken cystatin, (392) 277 

Chilling, (396) 152 

Chimera, (386) 211; (389) 174 


Chimeric protein, (389) 238 


Chimeric receptor, (384) 198; (386) 51 


Chimeric thioredoxin, (380) 123 
Chimeric transporter, (381) 127 
Chiral recognition, (390) 339 
Chiral stationary phase, (390) 339 
Chitin binding, (396) 261 
Chitinase, (382) 186 


Chlamydomonas, (396) 298 
Chlamydomonas reinhardtii, (391) 203; (396) 135 


Chlorella, (389) 319 
Chlorella kessleri, (381) 127 
Chloride channel, (390) 207; (395) 133, 133 
Chloride channel 1, (396) 177 
Chloroflexus aurantiacus, (396) 161 
Chlorophyll, (395) 251; (399) 245 
Chlorophyll fluorescence, (397) 131 
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Chloroplast ATP synthase, (395) 217 

Chloroplast fructose-1,6-bisphosphatase, (380) 123 
Chloroplast protein import, (396) 135 
Chlororespiration, (378) 277 

Chlorosome, (383) 233 

Chlorotyrosine, (379) 103 

CHO cell, (378) 121, 250; (395) 262 

CHO-K1 cell, (386) 51 


3-[(3-Cholamidopropy])-dimethylammonio]-1-propanesulfonate, 


(391) 199 
Cholecystokinin receptor, (383) 241 
Cholesterol, (388) 143; (389) 52 
Cholesteryl ester storage disease, (397) 79 
Cholinergic neuron, (396) 143 
Chondrocyte, (381) 222; (395) 179 
Chondroitin sulfate proteoglycan, (386) 169 
CHOP, (395) 143 
Choroid, (387) 63 
Chromaffin cell, (385) 159; (386) 137; (393) 185 
Chromaffin granule, (379) 273; (391) 195; (394) 83 
Chromanol, (396) 271 
Chromatin, (386) 75; (393) 287 
Chromatin structure, (388) 5; (395) 183 
Chromogranin, (379) 273; (394) 295 
Chromosomal localization, (381) 135; (384) 9 
Chromosomal mapping, (378) 195 
Chromosome, (394) 325; (398) 253 
Chromosome 1, (394) 17 
Chromosome 10, (399) 339 
Chromosome 14, (381) 7; (383) 219; (389) 297; (393) 19 
Chromosome 3, (398) 74 
Chromosome 4, (382) 276 
Chromosome in situ hybridization, (394) 187 
Chromosome mapping, (386) 128; (387) 117; (395) 82 
Chromosome walking, (389) 84 
Chronic fatigue syndrome, (378) 145 
Chylomicron, (393) 253 
Chymase, (383) 170 
Chymosin, (379) 60 
Chymosin activation, (379) 60 
Chymosin specificity, (379) 60 
Chymotrypsin, (379) 139, 143; (390) 323 
Ciclopirox olamine, (380) 209 
Cigarette smoke, (396) 21 
Ciliated protozoan, (383) 277 
CINC mRNA, (379) 265 
Cinnabarinic acid, (391) 144 
Ciprofibroyl-CoA, (389) 219 
Circadian rhythm, (385) 205 
Circular dichroism, (380) 73, 179; (384) 255; (388) 47; (399) 47 
Circular permutation, (378) 263 
Circulation, (382) 101 
Cisplatin, (397) 101 
Citrate synthase, (380) 152 
c-Jun, (390) 47 
CK2 pseudosubstrate, (380) 25 
Cl” conductance, (381) 47 
Cl” secretion, (381) 47; (396) 271 
'4C-Labelled tentoxin, (395) 217 
Class III transcription, (386) 43 
Clathrin-coated vesicle, (389) 48 
Clearance receptor, (396) 238 
Cleavable ternary complex, (396) 289 
Cleavage, (399) 158 
Cloned K* channel, (378) 250 
Cloning, (379) 107; (392) 71; (398) 19; (399) 122 
Clostridium pasteurianum, (380) 287 
Clostridium perfringens, (395) 191 
Clp protease, (398) 274 
ClpAP, (398) 151 
CLS2, (379) 38 
CMP-Kdo synthetase (Escherichia coli), (391) 157 
CMP-N-acetylneuraminic acid, (385) 197 
CMV, (379) 26 
'3C-NMR, (383) 175; (397) 122 
CNS, (388) 123 
CO, hydration, (398) 322 





Chloroplast, (379) 309; (383) 196; (384) 289; (390) 85, 175; (391) 29 
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Coatomer, (384) 65 

Cobalt, (382) 229 

Cobalt(II), (397) 159 

Coenzyme Bj», (389) 20 

Colchicine, (393) 86 

Cold acclimation, (382) 261; (389) 324 

Cold stress, (399) 245 

Collagen, (396) 279; (397) 245 

Collagen peptide, (398) 31 

Collagenase, (378) 126; (380) 17; (398) 31 
Collagen-induced arthritis, (378) 153 
Collectin-43, (393) 314 

Colocalization, (378) 64 

Colon carcinoma cell, (396) 315 

Colony screening, (399) 313 

Color difference, (384) 83 

Comet assay, (394) 300 

ComK regulation, (397) 173 
Compartmentation, (386) 255 

Competence development, (397) 173 
Competitive ELISA, (397) 169 

Competitive polymerase chain reaction, (388) 155 
Competitive selection, (391) 71 

Complement, (380) 8; (386) 15; (397) 245; (399) 255, 272 
Complement activation, (393) 297 
Complement factor H, (393) 297 
Complement pathway, Alternative, (393) 297 
Complement receptor, (381) 227; (397) 269 
Complementarity determining region, (399) | 
Complementary DNA, (398) 91 
Complementation, (381) 87; (385) 91 
Complex formation, (394) 165 

Complex I, (380) 176; (381) 174; (393) 81 
Composite simple repeat, (389) 92 
Compound D 609, (381) 67 

Compound I, (389) 153 

Compound II, (389) 153 

Computer analysis, (378) 93 

Computer method, (393) 241 

Cone photoreceptor, (393) 211 

Confocal microscopy, (382) 31 

Confocal microspectroscopy, (397) 61 
Conformation, (379) 69, 171; (382) 26; (391) 84; (395) 53 
Conformational analysis, (384) 35 
Conformational change, (394) 330 
Conformational constraint, (387) 11 
Conformational stability, (380) 44; (391) 313; (393) 151 
Conformer, (399) 188 

Connectin, (385) 11 

Connective tissue damage, (381) 21 
Connexin43, (397) 22 

@Conotoxin MVII C, (391) 232 

Consensus sequence, (390) 44; (397) 347 
Conservation analysis, (397) 225 

Conserved motif, (390) 39 

Constant, (392) 245 

Constitutive activity, (378) 27; (386) 165 


Constitutively active mutant, (399) 108 
Contactin/F11, (389) 304 
Contactinhibin, (395) 170 

Convertase, (379) 113, 247; (396) 31 
Convolvulaceae, (397) 352 
Cooperative kinetics, (389) 293 
Cooperativity, (379) 251 

Coordination of heme, (378) 291 

COP I-vesicle, (389) 66 

Copper, (379) 51; (382) 189; (393) 317; (398) 248; (399) 143 
Copper active site, (384) 251 

Copper amine oxidase, (380) 183; (399) 215 
Copper oxidation, (383) 155 

Copper protein, (394) 340; (398) 231 

Core mutant, (398) 312 

Corneal endothelium, (385) 225 

Corneal epithelium, (385) 225 

Coronary resistance, (396) 238 

Cortex, (389) 309 

Corticosterone, (397) 186 

Corticotropin releasing factor, (399) 175 
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COS-7 cell, (396) 305 

Costus speciosus Smith, (378) 157; (389) 273 

Cotranslational folding, (399) 78 

p-Coumaric acid, (382) 73 

COUP.-TF II, (391) 95 

Covalent attachment, (390) 307 

Covalent binding, (381) 35 

Covalent flavinylation, (386) 194 

Covalent inhibition, (392) 117 

Cox IV homolog, (381) 123 

CpG dinucleotide, (396) 119 

CpG island, (379) 251; (395) 11 

CpG methylation, (379) 251 

CpG suppression, (396) 119 

CPP32, (390) 299; (395) 267 

CPP32/Yama, (386) 115 

CPP32/Y ama/apopain, (393) | 

cps8, (392) 237 

c-Raf-1 kinase, (385) 131 

Crassulacean acid metabolism, (389) 314 

C-reactive protein, (388) 103 

Creatine kinase, (392) 274 

Crigler-Najjar, (390) 294 

Critical micellar concentration, (386) 243; (391) 199 

Crosslink, (393) 37 

Cross-linked duplexes, (378) 224 

Cross-linking, (394) 44; (397) 191 

Cross-species modulation, (390) 191 

Cross-talk of signalling pathways, (391) 131 

Crystal, (384) 215 

Crystal structure, (379) 148; (384) 211; (391) 153, 157; (394) 91, 191; 
(398) 291 

a-Crystallin, (382) 281; (393) 151 

Crystallization, (382) 15; (384) 219; (389) 195; (391) 9; (394) 201; (396) 
161; (397) 290; (399) 59 

c-ski, (397) 253 

c-snoN, (397) 253 

c-Src, (383) 165 

c-Src tyrosine kinase, (399) 63 

C-terminal domain, (393) 269 

CTL, (393) 280 

C-type lectin, (388) 211; (393) 314 

CUB domain, (379) 207; (382) 15 

Cultured cell, (378) 213 

Cultured neuron, (393) 135 

Cyanelle, (381) 153; (382) 60 

Cyanobacterial mutant, (394) 153 

Cyanobacterium, (379) 309; (383) 79; (394) 153 

Cyanogen bromide cleavage, (391) 317 

Cyanophora paradoxa, (381) 153 

Cyclic adenosine diphosphate ribose, (379) 227 

Cyclic ADP-ribose, (391) 117; (395) 39 

Cyclic AMP, (382) 271; (384) 97, 273; (385) 233; (393) 174; (394) 39; 
(396) 276; (397) 155 

Cyclic AMP-dependent protein kinase, (396) 276 

Cyclic aristeromycin diphosphate ribose, (379) 227 

Cyclic electron flow, (378) 277 

Cyclic GMP, (391) 117 

Cyclic GMP phosphodiesterase (PDE), (381) 149 

2’ ,3’-Cyclic nucleotide 3’-phosphodiesterase, (386) 225 

Cyclic nucleotide-gated channel, (393) 211; (395) 77 

Cyclic peptide, (387) 201 

Cyclic tetrapeptide, (395) 217 

Cyclin, (379) 217; (397) 65 

Cyclin D1 expression, (385) 143 

Cyclin-dependent kinase, (379) 217 

Cyclin-dependent kinase inhibitor, (391) 66 

cyclo-(p-alanyl-N-methylleucyl), (380) 157 

Cycloheximide, (379) 279; (397) 269 

Cyclooxygenase, (395) 299 

Cyclooxygenase-2, (390) 165 

Cyclophilin, (394) 289; (398) 201 

Cyclo-prolylglycine, (391) 149 

Cyclosporin A, (382) 256; (393) 86; (398) 201 

Cyclosporin synthetase, (380) 157 

Cylindrical inclusion protein, (388) 206 

B-Cylodextrin conjugation, (391) 297 

CYP119, (384) 235 










CYP2C18, (384) 281 

CYP2C19, (384) 281 

CYP2D6 genotyping, (392) 30 

Cys mutagenesis, (391) 101 

Cystathionase, (379) 94 

Cystathionin B-lyase, (379) 94 

Cystatin, (391) 109 

Cysteine, (396) 95 

Cysteine protease, (382) 6; (384) 211; (392) 35; (393) 24 

Cysteine proteinase, (388) 233; (391) 109; (392) 233, 277 

Cysteine proteinase inhibitor, (395) 113 

Cysteine string protein, (380) 251; (391) 269 

Cystic fibrosis, (381) 47; (386) 123; (398) 97 

Cystic fibrosis transmembrane conductance regulator, (398) 97 
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Cytochrome 4, (389) 25, 233 

Cytochrome 5559, (381) 53 

Cytochrome 5-559, (387) 33 
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Cytochrome bo, (399) 21 

Cytochrome c oxidase, (381) 123; (382) 111, 121; (385) 53; (391) 134; 
(393) 155; (394) 340 
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Cytochrome c3, (390) 59 
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142; (394) 21 
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Cytokinin, (391) 175 

Cytolysis, (385) 96 
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Cytoplasmic macromolecule, (390) 245 
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Cytosol, (395) 68 
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Cytotoxicity, (383) 230; (388) 165; (389) 285; (393) 93, 105; (396) 261 
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DAN-binding protein, (381) 103 
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Database annotation, (389) 96 
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d(CG)s3, (391) 153 
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Dehydrin, (381) 252 
Dehydroascorbic acid, (390) 183 
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Dendrotoxin, (383) 26 
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Deprotonation, (387) | 

Desmin, (392) 255 
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Down-regulation, (383) 21 

Doxorubicin, (384) 48 
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drs gene, (383) 21 

Drug, (382) 26 

Drug metabolism, (397) 210 

Drug resistance, (383) 99; (396) 323; (397) 101; (399) 29, 158 
Drug targeting, (388) 115 

Drug toxicity, (384) 48 

Duchenne muscular dystrophy, (378) 272; (383) 124 
Duplex with active internucleotide group, (390) 307 
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Dynamin, (389) 48; (396) 62 

Dystrophin, (378) 272; (398) 259 
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EA.hy 926 endothelial cell, (398) 223 
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Echinomycin, (380) 118 

Echistatin, (387) 11 

Ecotin, (385) 165 

Ectoenzyme, (396) 327 

Edman degradation, (390) 199 

E-domain, (385) 114 

EEG, (392) 169 

Effector, (389) 61 

Efficiency, expression, (389) 225 

EF-hand protein, (382) 198 

EF-Tu, (382) 297 

EGF, (384) 14; (397) 253 

Eicosanoid, (389) 229 

Elastase, (385) 201; (386) 26 
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Electron microscopy, (380) 296; (396) 71 
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Excitation energy transfer, (383) 233 
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Expression in E. coli, (381) 217; (386) 72 
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Expression system, (390) 265; (391) 282 
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Extracellular ATP, (387) 149 

Extracellular matrix, (379) 63; (387) 36 
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F-actin, (380) 281; (395) 137 

F-actin binding, (397) 191 

Factor IX, (392) 205 

Factor Vila, (385) 241 
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Falciparum malaria, (380) 147 
Farnesol, (379) 43 
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Fas, (390) 233; (395) 267 
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Fatty acid, (382) 239; (386) 252; (391) 134; (393) 174; (399) 310 
Fatty acid binding protein, (397) 117 
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Fatty acid oxidation, (384) 58 

Fatty acid synthesis, (388) 66 
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Fey, (394) 237 
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Fetus, (393) 253 

Ffh protein, (395) 160 

Fibril, (379) 203 
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Firefly luciferase, (380) 142; (395) 188 
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Fission, (384) 65 
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Flavin reductase, (387) 137 
Flavoenzyme, (386) 194 
Flavohaemoglobin, (382) 141 
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Fluorescence lifetime, (386) 181 
Fluorescence microscopy, (380) 13; (396) 71 
Fluorescence quenching, (390) 221 
Fluorescence spectroscopy, (380) 73 
Fluorescence spectrum, (380) 157 
Fluorescence-activated cell sorting, (390) 327 
Fluorescent probe, (388) 16 

Fluorometry, (383) 99 

Focal adhesion, (399) 103 

Focal adhesion kinase, (386) 185 

Focal contact, (399) 103 

Folding, (380) 157 

Folding problem, (390) 249 
Foot-and-mouth-disease virus, (388) 39; (397) 169 
Footprinting, (379) 269; (394) 71 

Force curve measurement, (385) 29 
Force-distance curve, (390) 161 
N-Formylkynurenine, (389) 136 
Formyl-Met-Leu-Phe, (395) 293 

Forskolin, (382) 271; (396) 309 

Forster energy transfer, (386) 181 

Fourier analysis, (393) 65 

Fourier transform infrared spectroscopy, (384) 255; (395) 195 
FRAP, (396) 165 

Free energy mapping, (384) 87 

Free energy method, (384) 87 

Free radical, (380) 183; (389) 136, 229 
Freeze-fracture replica labeling, (395) 29 

Frog, (387) 27; (394) 295 

Fructan, (385) 39 

Fructan-fructan |-fructosyltransferase, (385) 39 
Fructose, (378) 185 

Fructose 2,6-bisphosphate, (393) 167 
Fructose-1 ,6-bisphosphatase, (389) 249 
Fructose-2,6-bisphosphatase, (393) 167 

Fruit, (394) 21 

FruR, (383) 191 

FTIR, (382) 26 

FTIR spectroscopy, (385) 53 

FTIR, Fourier-transform infrared., (383) 13 
FtsH, (399) 26 
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Fullerene, (389) 111; (393) 139 

Full-length cDNA, (383) 208 

Fumarate reductase, (389) 25 
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Functional cloning, (393) 89 

Functional expression, (380) 229; (396) 26 
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Furostanol glycoside 26-O-B-glucosidase (F26G), (389) 273 
Fuscopeptin, (381) 213 

Fusicoccin receptor, (382) 293 

Fusion protein, (384) 193, 215; (387) 23; (390) 170 
Fyn, (397) 183 

Fyn tyrosine kinase, (378) 7 


G protein, (379) 31; (381) 98, 233; (382) 159; (386) 165; (389) 61; (399) 
211 

G protein subunit, (390) 217 

G protein-coupled receptor, (378) 27, 74; (381) 58, 257; (386) 219; (397) 
201; (399) 9, 188 

G protein-coupled receptor kinase, (384) 227 

G1/G0 phase, (397) 253 

GABA receptor, (380) 257 
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Gaegurin, (392) 309 

GALI1, (398) 113 

Galactose, (389) 174 
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a-Galactosidase, (393) 74 
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Galactosylhydroxylysine, (388) 134 

p-Galacturonic acid, (398) 297 

Gallus domesticus, (399) 198 
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Gamma-interferon receptor, (382) 79 
Ganglionic nAChR, (397) 39 
Ganglioside, (378) 253; (386) 11 
Ganglioside GM 1, (391) 336 
Ganglioside GM3, (388) 128 
Ganglioside metabolism, (391) 336 
Ganglioside shedding, (386) 11 
Ganglioside transfer, (386) 11 
Gap junction, (392) 225; (397) 22 
GAPDH, glyceraldehyde-3-phosphate dehydrogenase., (380) 204 
Gas chromatography-mass spectrometry, (394) 217 
Gas6, (387) 75, 78 
Gastric chief cell, (381) 208 
Gastric parietal cell, (381) 208 
Gastrin, (378) 74; (386) 128 
Gastrin-binding protein, (384) 58 
Gastrointestinal tract, (388) 155 
Gating current, (388) 59 
GB virus, (378) 232 
GBy dimers, (399) 211 
gCIqR, (399) 255 
Gem, (393) 201 
GCN4 motif, (383) 213 
G-CSF, (386) 239 
Gel filtration, (394) 316 
Gel mobility shift, (394) 5 
Gel retardation, (388) 53 
Gel retardation assay, (393) 259 
Gel squeezing, (393) 131 
Gelatinase, (378) 126; (383) 241; (391) 52 
Gelatinase A, (380) 53; (397) 277 
Gelonin, (392) 16 
Gelonin-transferrin conjugate, (396) 57 
Gelsolin, (397) 191 
Gene, (386) 128, 211 
Gene characterization, (390) 145 
Gene cloning, (380) 87; (386) 215; (387) 189 
Gene conversion, (382) 319 
Gene disruption, (384) 151 
Gene dosage, (395) 58 
Gene duplication, (392) 30; (395) 82 
Gene expression, (379) 181, 279; (380) 93, 224, 257; (381) 58; (382) 1, 
145; (383) 267, 277; (384) 285; (385) 109; (386) 225; (391) 79, 104; 
(392) 189; (393) 113; (394) 9, 17, 51, 285; (395) 82, 299; (397) 155; 
(398) 135, 259 
Gene family, (390) 145 
Gene function, (389) 84 
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Gene mapping, (396) 213 
Gene regulation, (383) 63; (384) 131; (385) 34, 233; (391) 95, 131; (397) 
149; (399) 14 
Gene splicing, (393) 19 
Gene structure, (381) 58; (383) 277; (389) 213; (396) 333 
Gene structure analysis, (392) 63 
Gene synthesis, (399) 283 
Gene therapy, (390) 191; (399) 37 
Gene transfection, (396) 71; (397) 207 
Gene transfer, (389) 225 
Genetic disease, (399) 75 
Genistein, (380) 83 
Genome composition, (389) 96 
Genome diversity, (396) 213 
Genome organization, (384) 222 
Genome sequencing, (389) 84, 88; (396) 1 
Genomic DNA structure, (398) 165 
Genomic sequencing, (388) 192 
Gentamicin, (394) 307 
GF 14, (391) 252 
GFP, (382) 256 
GHs cell, (386) 39 
GHRH, (394) | 
GHRH receptor, (394) | 
Giardia lamblia, (378) 240 
Gibberellic acid, (385) 189 
Gibberellin-binding protein, (384) 167 
Gla domain, (385) 241; (392) 205 
Gla mutation, (385) 241 
Glia, (393) 201 






Gliadin, (396) 285 

Glial cells missing, (393) 201 

Gliogenesis, (393) 201 

Glioma, (393) 216 

Global expressional regulation, (386) 177 
Global fold, (378) 190; (391) 302 
Globotriasylceramide, (393) 74 

Glomus mosseae, (385) 189 

GLP-1 receptor, (398) 43 

Glucagon-like peptide 1, (393) 248 
Glucagon-like peptide | receptor mRNA, (393) 248 
Glucan affinity purification, (381) 203 
§-Glucan-binding protein, (381) 203 
Glucocorticoid, (398) 308; (399) 310 
Glucocorticoid receptor, (381) 177; (389) 244 
Glucokinase, (393) 60 

Gluconate transport, (395) 272 
Gluconeogenesis, (389) 249; (390) 183 
Gluconokinase, (394) 14 

Glucose, (378) 185; (381) 77; (382) 43; (389) 174 
Glucose catabolism, (385) 233 

Glucose dehydrogenase, (383) 227 

Glucose inactivation, (385) 43 

Glucose kinetics, (396) 53 

Glucose metabolism, (393) 60 

Glucose regulated protein, (380) 68 

Glucose transport, (387) 193; (388) 26; (393) 179 
Glucose-6-phosphatase, (383) 63 
B-Glucosidase, (378) 93, 157 

Glucosylated aminophospholipid, (381) 77 
Glucosylceramide, (394) 129 
Glucosyltransferase, (378) 263 

Glucuronyl transferase, (395) 174 
e-(y-Glu)-Lys, (390) 145 

GLUT transporter, (396) 218 

Glutamate, (386) 189; (392) 71, 143; (394) 321 
Glutamate neurotoxicity, (397) 230 
Glutamate phosphoanalogue, (382) 167 
Glutamate receptor, (390) 157; (394) 141 
Glutamic acid, (397) 122 

Glutamine, (394) 353 

Glutamine biosynthesis, (393) 205 
y-Glutamylcysteine synthetase, (396) 21 
y-Glutamyltranspeptidase, (394) 258 
Glutaredoxin, (378) 69 

Glutathione, (381) 12, 39; (382) 223; (388) 173; (390) 142, 183; (391) 

76, 313; (396) 21, 95; (397) 293 

Glutathione conjugate, (384) 31 

Glutathione peroxidase, (381) 12 

Glutathione peroxidase (rat hepatoma cell), (387) 157 
Glutathione S-transferase, (391) 126, 313 
Glutathione-related enzyme, (391) 76 
O-Glycan, (378) 213 

Glycan, (379) 171 

Glycation, (382) 234 

Glycine decarboxylase complex, (386) 174 
Glycine max, (383) 83; (398) 155 

Glycogen, (378) 32 

Glycogen metabolism, (399) 339 

Glycogen phosphorylase, (382) 43 

Glycogen synthase, (378) 32 

Glycogenolysis, (388) 173 
N-Glycolylneuraminic acid, (385) 197 
Glycolysis, (389) 15; (390) 25, 229; (393) 167; (395) 225 
Glycolytic enzyme induction, (391) 35 
Glycopeptide, (393) 280 

Glycoprotein IIb-IIla, (391) 84 

Glycoprotein receptor, (395) 103 
Glycosaminoglycan, (387) 109; (389) 304 
Glycosaminoglycan biosynthesis, (386) 29 
Glycosphingolipid, (388) 29; (394) 129 
Glycosyl hydrolase family, (398) 7 
Glycosylation, (383) 255; (396) 26, 223; (397) 79, 321; (399) 272 
O-Glycosylation, (399) 147 
Glycosylgalactosylhydroxylysine, (388) 134 
Glycosyltransferase, (395) 68 
Glycyrrhizin, (391) 238 
Glycyrrhizin-binding lipoxygenase, (391) 238 
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Glyoxylate cycle, (390) 258 Halobacterium halobium, (386) 55 































GM,, (383) 223 Halobacterium salinarium, (387) 122; (399) 251 
gntK gene, (394) 14 Haloferax volcanii, (379) 43 
gntV gene, (394) 14 Haloperoxidase, (383) 259 
Golden Syrian hamster liver, (394) 247 Halophile, (383) 227 
Golgi, (392) 194 Hammerhead, (392) 215 
Golgi apparatus, (382) 149; (389) 66; (390) 15 Hammerhead ribozyme, (383) 185 
Gonadotropin, (388) 21 Hamster, (378) 219 
gp120, (384) 135 Hamster DDT,-MF2 cell, (386) 141 
gp130, (394) 221; (395) 235; (399) 131 Hamster spermatozoa, (396) 123 
GPI-anchored protein, (381) | hBD-1, (396) 319 
GPIIbIIla, (382) 159 HBP/CAP37/azurocidin, (390) 109 
G-protein, (378) 1; (381) 244; (386) 185; (387) 141; (389) 186; (398) 97 BhCG, (387) 23 
G-protein heterotrimer, (380) 137 HCV, (378) 232 
G-protein-coupled K* channel, (390) 63 H-DNA configuration, (389) 92 
G-protein-coupled receptors, (384) 260 HDV ribozyme, (394) 132 
Gramineae, (389) 324 Heart, (388) 123; (391) 45; (396) 233 
Gram-positive bacteria, (389) 84 Heat shock, (378) 32; (380) 33; (382) 229; (390) 113; (392) 100; (399) 
Granule, (379) 203 259 
Granulocyte, (398) 74 Heat shock element, (385) 25 
Granulosa cell, (394) 47 Heat shock factor, (385) 25 
Grb2, (378) 74 Heat shock protein, (380) 68; (391) 21; (393) 151; (395) 133 
GRB-2, (379) 244 Heat shock protein 60 gene, (383) 150 
Green alga, (396) 298 Heat shock protein-90, (378) 115 
Green bacteria, (383) 233 Heat-induced protein aggregation, (380) 142 
Green fluorescent protein, (384) 193; (389) 44, 238; (393) 179 Heat-labile enterotoxin, (381) 63 
Greening, (395) 251 Heat-stable enterotoxin receptor, (384) 75 
Griffonia simplicifolia, (390) 271 Hedge bindweed, (397) 352 
GroEL, (380) 152; (381) 161 HEK 293 cell, (378) 121 
GroES, (381) 161 HEK cell, (397) 39 
Group II, (394) 55 HeLa cell, (379) 77; (383) 150 
Growth arrest, (397) 253 Helianthus tuberosus, (385) 39 
Growth control, (378) 83 Helicobacter pylori, (399) 127 
Growth factor, (387) 78; (398) 120 a-Helix, (392) 309; (395) 160 
Growth inhibition, (390) 170 319 Helix, (399) 47 
Growth inhibitor, (378) 61 Helix geometry, (385) 15 
Growth on trehalose, (386) 235 Helix length effect, (399) 47 
Growth regulation, (378) 61 Helix-loop-helix, (393) 113 
Growth state, (394) 213 Helix-turn-helix motif, (389) 281 
Growth suppression, (396) 81 Helminth, (390) 21 
Growth-potentiating factor, (387) 75 Hemagglutinin, (390) 315 
GrpE, (396) 181 Hematopoietic progenitor, (391) 279 
GSH, (396) 327 Hematopoietic stem/progenitor cells, (391) 5 
GSK-3, (392) 153 Heme, (393) 189; (395) 33 
GST-fusion protein, (393) 259 Heme environment, (396) 196 
GTP hydrolysis, (385) 221; (390) 69 Heme enzyme, (378) 291 
GTPase, (389) 48; (390) 69 Heme oxygenase, (382) 229; (395) 299 
GTPase activity, (396) 62; (398) 97 Heme protein, (389) 25 
GTPase-activating proteins, (383) 181 Hemocyanin, (384) 251 
GTP-binding protein, (379) 260 Hemoglobin, (382) 37, 141; (390) 25 
Guanidine hydrochloride, (380) 179 Hemolytic activity, (395) 48 
Guanine nucleotide binding protein, (397) 325 Hemopexin, (378) 126; (383) 72 
Guanine nucleotides, (387) 16 Hemopexin domain, (398) 31 
Guanosine triphosphate, (398) 97 Hemorphin, (382) 37 
Guanylate binding, (390) 69 Hemozoin, (388) 119; (393) i189 
Guanylate cyclase activating protein, (385) 47 Heparan sulfate, (387) 109 
Guanylate cyclase C, (398) 170 Heparin, (380) 25; (383) 155; (389) 304 
Guanylate kinase, (385) 185 Heparin proteoglycan, (383) 170 
Guanylin, (398) 170 Heparin-binding mapping, (379) 207 
Guanylyl cyclase, (384) 75 Heparin-binding protein, (399) 147 
Guinea pig, (378) 57 Hepatic microsomal triglyceride transfer protein, (394) 247 
Gulonate, (395) 174 Hepatitis C virus, (378) 37 
Gulonolactone oxidase, (381) 39 Hepatocyte, (382) 256; (383) 267; (391) 57; (393) 60; (394) 353 
Gymnosperm, (383) 46; (387) 94 HepG2 cell, (381) 177 

HERG, (385) 77 
'H NMR, (382) 73 12-HETE, (395) 148 
H*/ATP ratio, (379) 309 15-HETE, (395) 148 
H*/e~ stoichiometry, (382) 121 Heterologous expression, (394) 268; (397) 210 
H*-ATPase, (382) 171, 293; (390) 34; (395) 217 Heterologous gene expression, (386) 5 
H* -channel, (392) 110 Heterologous protein expression, (379) 135 
H-2K®, (387) 42 Heteromultimer, (378) 64; (386) 211; (399) 177 
H»QOs, (383) 75; (395) 43 Heteronuclear NMR, (383) 201 
H4I1E, (399) 37 Heterotrimer, (398) 31 
B-Haematin, (393) 189 Heterotrophic nitrification, (387) 71 
Haemophilus influenzae, (381) 174 Hexokinase, (378) 185; (393) 60 
Haemophilus influenzae type b, (392) 304 Hexokinase type I, (391) 9 
B-Hairpin, (384) 35 Hexuronic acid, (386) 247 


Half-site reactivity, (390) 323 HGF, (384) 14 
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hGLAST-1, (386) 189 Human erythrocyte band 3, (382) 203 
High molecular weight DNA fragmentation, (396) 337 Human fibroblast, (378) 61; (398) 187 
Higher-order structure of DNA, (396) 71 Human gene, (393) 211 
High-fat feeding, (396) 53 Human genome, (398) 129 
High-frequency stimulation, (399) 220 Human growth hormone, (387) 167 
High-molecular weight MAP, (384) 147; (388) 131 Human hepatoma cell line, (390) 29 
High-performance anion-exchange chromatography, (399) 303 Human immunodeficiency virus, (396) 43 
High-performance liquid chromatography, (382) 37 Human immunodeficiency virus type |, (378) 43; (394) 9; (395) 257 
Hinge bending, (385) 101 Human intestine, (398) 135 
Hippocampal neuron, (396) 143 Human keratinocyte, (378) 88 
Hippocampus, (389) 309 Human kidney, (386) 156 
Histamine, (391) 279 Human lymphocytes, (384) 97 
Histamine receptor antagonist, (385) 77 Human mesangial cells, (394) 273 
Histidine, (394) 349 Human mutation databases, (396) 119 
Histidine 117, (381) 140 Human myometrium, (382) 84 
Histidine modification, (381) 188 Human pancreas, (384) 260 
Histidine phosphorylation, (399) 183 Human peripheral blood lymphocyte, (383) 18 
Histidine tag, (396) 26 Human pituitary, (386) 219 
Histone acetylation, (386) 75; (393) 287 Human placenta, (399) 113, 227 
Histone acetyltransferase, (386) 75 Human platelet, (383) 165 
Histone deacetylase, (393) 287 Human precursor cell, (379) 1 
Histone H4, (388) 219 Human retina, (381) 149 
Histone hyperacetylation, (395) 183 Human skin, (381) 199 
Histone replacement gene, (388) 219 Human splicing factor PSF, (389) 191 
HIT cells, (395) 137 Human stomach, (381) 208 
HIV, (381) 227; (391) 257; (393) 69; (397) 7; (398) 1 Human T cell leukaemia virus 1, (392) 220 
HIV neurotoxicity, (384) 135 Human testis, (382) 276 
HIV reverse transcriptase, (390) 6 Human thrombomodulin gene, (384) 207 
HIV-1, (379) 171; (383) 145; (384) 255; (390) 15; (393) 93, 105 Human tracheal gland cell, (386) 123 
HIV-1 Gag polyprotein, (394) 289 Human uterine cervical fibroblast, (381) 115; (392) 175 
HIV-1 protease inhibitor, (384) 87 Huntington’s disease, (399) 135 
HL60 cell, (379) 260; (380) 263; (394) 356 HUPI, (381) 127 
HLA B allele, (383) 119 Hyaluronate, (388) 211 
HMG box, (391) 24 Hyaluronic acid, (383) 72 
HMG I, (382) 97 Hybrid depletion, (392) 25 
HMGI protein type, (386) 95 Hybrid proteins, (386) 72 
‘H-NMR, (382) 289 Hybridization, (381) 195; (392) 114 
‘H-NMR spectroscopy, (399) 92 Hybridization (in situ), (379) 239 
HO transcription, (382) 97 Hydration state, (394) 353 
HOGI, (383) 273 Hydride transfer, (397) 93 
Homarus americanus, (384) 251 Hydrochloric acid, (397) 45 
Homeobox protein, (393) 259 Hydrogel microsphere, (397) 70 
Homeodomain, (389) 35; (398) 279; (399) 140 Hydrogen bonded network, (398) 333 
Homeogene, (380) 103 Hydrogen exchange rate, (383) 191 
Homology, (382) 164; (387) 161 Hydrogen metabolism, (394) 153 
Hordeum vulgare, (394) 165 Hydrogen peroxide, (381) 39; (383) 150; (386) 252; (387) 171; (388) 
Hormone binding domain, (384) 112 228; (389) 285; (390) 91; (395) 43; (399) 21 
Hormone synthesis, (396) 223 Hydrogen/deuterium exchange, (380) 44; (395) 53 
Hormone-sensitive lipase, (396) 90 Hydrogen/potassium leak, (394) 61 
Horseradish peroxidase, (378) 203 Hydrogenase, (383) 79; (389) 126; (394) 153 
Host defense, (398) 146 Hydrogenase (E. coli), (392) 81 
Hpall/PCR assay, (396) 323 Hydrolysis, (382) 249; (399) 303 
HPLC, (380) 29 Hydrolysis mechanism, (398) 7 
HPLC/UV/EC, (393) 197 Hydrophobic Fp subunit, (390) 34 
HSF1, (399) 259 Hydrophobic interaction, (382) 289 
HslU/HsIV, (398) 274 Hydrophobic label, (380) 133 
HslVU, (398) 151 N-Hydroxy-2-aminofluorene, (389) 233 
Hsp, (384) 112 2-Hydroxyadenine, (391) 113 
HSP110/SSE1 subfamily, (390) 113 3-Hydroxyanthranilate, (391) 144 
Hsp27, (392) 100 m-Hydroxybenzoyl-CoA, (383) 264 
HSP27, (392) 209 4-Hydroxybutyryl-CoA, (389) 20 
Hsp70, (391) 185 (R)-2-Hydroxyglutaryl-CoA, (389) 20 
Hsp90a, (385) 25 3-Hydroxyisobutyrate, (389) 263 
5-HT\, receptor, (391) 199 Hydroxyl radical, (379) 51 
HTLV-1, (396) 47 Hydroxyl radical scavenger, (392) 40 
Human, (381) 165; (386) 26, 87; (389) 213; (390) 69, 265; (392) 49, 169; Hydroxylase, (385) 197 

(394) 25; (397) 65, 338 24-Hydroxylase, (393) 77 
Human 26S protease, (381) 143 24-Hydroxylation, (390) 10 
Human adrenocorticotropic hormone, (379) 47 4-Hydroxynonenal, (388) 119 
Human alcohol dehydrogenase, (397) 338 4-Hydroxyphenylpyruvate dioxygenase, (393) 269 
Human B cell, (393) 53 Hydroxyproline, (396) 279 
Human cerebral cortex, (379) 107 5-Hydroxyvaleryl-CoA, (389) 20 
Human cone photoreceptor, (382) 105 Hyperosmolarity, (386) 230; (391) 287 
Human cone pigment, (396) 26 Hyperosmosis, (391) 293 
Human cultured cell, (381) 32 Hypertension, (396) 279 
Human DDR gene, (398) 165 Hypertensive rat, (383) 42 
Human endothelial cell, (388) 180 Hyperthermophile, (394) 66 
Human erythrocyte, (379) 107 Hyperthermophilic archaeon, (392) 148 











82 


Hyperthyroidism, (397) 260 
Hypertrophy, (397) 89 
Hypochlorite, (382) 101 
Hypochlorous acid, (379) 103; (382) 189 
Hypokalaemic periodic paralysis, (382) 244 
Hypothalamus, (387) 113 

Hypoxia, (382) 229; (387) 161 

Hypusine, (380) 209; (384) 151 

Hypusine formation, (378) 195 

Hysteresis, (390) 229 


iC3b, (397) 269 

ICAM-1, (379) 69 

ICE, (386) 115; (390) 299 

ICE-family cysteine protease, (396) 266 

ICE-like protease, (390) 233; (399) 71 

Identity element, (385) 15 

IFN-o/B signaling, (381) 191 

IFN-y, (394) 117 

IgE, (392) 289 

IgE-binding, (381) 217 

IGF-1, (393) 77 

IGF-II, (394) 25 

IgG, (387) 47; (388) 161 

IgG immunoglobulins, (394) 237 

Op» B3-Integrin, (389) 253 

IL-1 receptor accessory protein (IL-1R AcP), (391) 104 

IL-10, (394) 117 

IL13 signalling, (393) 53 

IL2Ryec, (393) 53 

IL-3 dependence, (379) 244 

IL4Ra, (393) 53 

IL-8 Internalization, (378) 235 

IL-8 receptor, (378) 235 

Image analysis, (398) 274 

Imidazole, (381) 140 

Imidazoleacrylic acids, (394) 361 

Immediate early baculovirus promoter, (380) 257 

Immobilization, (390) 304 

Immune system, (390) 78 

Immunoaffinity purification, (399) 227 

Immunoblotting, (378) 199; (383) 99; (386) 72; (394) 1 

Immunocytochemistry, (385) 159 

Immunoelectron microscopy, (385) 11; (395) 29 

Immunofluorescence, (382) 65, 105 

Immunogenicity, (387) 23 

Immunoglobulin E, (399) 295 

Immunogold electron microscopy, (388) 11 

Immunohistochemistry, (381) 199; (383) 219; (385) 225; (388) 11; (391) 
39 

Immunoliposome, (395) 245; (399) 232 

Immunomodulation, (394) 39; (399) 153 

Immunopeptide, (383) 18 

Immunopurification, (391) 52 

Immunotoxin, (392) 166 

Import receptor, (382) 153 

Import, in vitro, (381) 153 

Imprinted gene, (395) 11 

Impulse pattern, (399) 220 

In situ hybridization, (384) 78; (386) 156; (387) 113; (388) 155 

In vitro, (379) 203; (382) 297; (394) 233 

In vitro myogenesis, (397) 253 

In vitro phage assembly, (397) 143 

In vitro splicing, (384) 222 

In vitro transcription, (384) 222 

In vivo, (394) 233 

In vivo assay, (390) 53 

In vivo modulation, (395) 170 

Inactivating peptide, conformation, (398) 81 

Inactivation, (378) 250 

Inclusion body, (381) 111; (392) 304; (394) 311 

Incomplete factorial design, (384) 219 

Indolicidin, (395) 48 

Inducible nitric oxide synthase, (379) 135; (385) 4; (391) 181 

Induction (in vivo), (380) 87 

Infection, (384) 128 

Infectivity, (397) 143 
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Inflammation, (378) 235; (379) 103; (381) 21, 82; (383) 75; (389) 229: 
(390) 165 

Influenza virus, (390) 315; (392) 59 

Infrared, (383) 13; (384) 35; (386) 21 

Inherited retinal disease, (385) 47 

Inhibition, (380) 53; (382) 323; (390) 203; (393) 24; (396) 43 

Inhibition by nickel ions, (396) 135 

Inhibition of fusion, (389) 66 

Inhibitor, (378) 37; (387) 127; (396) 285 

Inhibitor protein, (398) 26 

Inhibitors of CK2, (380) 25 

Inhibitory antibodies, (382) 265 

Inhomogeneous broadening, (387) 81 

Initiator, (398) 113 

Inorganic phosphate, (388) 223 

Inorganic pyrophosphatase, (392) 91; (399) 99 

iNOS promoter, (394) 263 

iNOS regulation, (394) 263 

myo-Inositol, (395) 174 

Inositol trisphosphate, (390) 149; (391) 117 

Ins(1,3,4,5)P4, (393) 109 

Ins(1,4,5)P3, (393) 109 

Insect cell line (Sf9 cells), (380) 229 

Insect cell (Sf9), (381) 233 

Insertion, (386) 243; (390) 99 

Insulin, (380) 204; (381) 67, 177; (383) 63; (384) 181, 273; (388) 26: 
(392) 66, 153; (393) 77, 179; (395) 241; (396) 218; (399) 333 

Insulin production, (399) 37 

Insulin receptor, (380) 58 

Insulin resistance, (382) 43 

Insulin secretion, (379) 21; (396) 53 

Insulin-dependent diabetes mellitus, (385) 4 

Insulin-like growth factor, (388) 155; (394) 25; (398) 187 

Insulin-like growth factor binding protein, (398) 187 

Insulin-like growth factor binding protein-3, (392) 21 

Insulin-like growth factor binding protein-5, (392) 21 

Insulin-like growth factor I, (392) 21 

Insulinoma, (387) 47; (391) 189 

Insulin-producing cell, (385) 4 

Integral membrane protein, (390) 137 

Integrase, (398) 175 

Integration host factor, (382) 141 

Integrational vector, (389) 84 

Integrin, (384) 247; (391) 84; (396) 37; (399) 53 

Integrin Ons, (387) 11 

Integrin alIbB3, (391) 139 

Integrin avB3, (391) 139 

Integrin GPIIb/IIIa, (378) 79 

Interaction site, (380) 272 

Intercellular communication, (397) 22 

Intercellular signaling, (386) 11 

Interferon, (381) 32; (390) 69 

Interferon-y, (387) 109; (394) 137 

Interleukin, (394) 273 

Interleukin la, (392) 175 

Interleukin 1B-converting enzyme, (399) 158 

Interleukin receptor, (384) 1 

Interleukin-1, (394) 137 

Interleukin-1 receptor (IL-1R), (391) 104 

Interleukin-10, (394) 365 

Interleukin-13, (385) 25 

Interleukin-1B, (397) 108 

Interleukin-1B converting enzyme, (395) 267 

Interleukin-2, (385) 25 

Interleukin-3, (391) 279 

Interleukin-4, (385) 25 

Interleukin-6, (379) 122; (395) 235; (399) 131 

Interleukin-6 receptor, (379) 122 

Interleukin-8, (378) 235; (398) 223; (399) 43 

Intermediate filament, (392) 255 

Intermembrane space, (386) 255 

Internal ribosome entry site, (392) 220 

Intestinal absorption, (394) 196 

Intestinal glucose uptake, (396) 218 

Intestine, (393) 253 

Intracellular Ca?* , (386) 123; (397) 298 

Intracellular Ca?*+ buffer, (378) 121 

Intracellular calcium, (383) 59; (395) 77 
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Intracellular localization, (392) 25 K* current, (379) 236 
Intracellular pH, (393) 117; (397) 298 K 562 cell line, (397) 61 
Intramolecular binding, (382) 289 KAT, (380) 229 
Intramolecular interaction, (384) 71 85-kDa cytosolic phospholipase A», (392) 263 
Intraperitoneal therapy, (395) 103 28-kDa protein, (381) 12 
Intrinsic binding activity, (398) 43 74-kDa regulatory subunit, (379) 107 
Intron, (379) 212; (384) 243: (390) 99: (392) 63 11-kDa subunit, (395) 199 
Intron/exon structure, (387) 94 55-kDa type 1 TNF receptor, (379) 15 
Intronless, (398) 253 75-kDa type 2 TNF receptor, (379) 157 
Intronless gene, (394) 325 Keratin 9, (386) 149 
Inulin, (385) 39 Keratin intermediate filament, (386) 149 
Invasion, (383) 241; (389) 80 Keratinocyte, (381) 199; (384) 92 
Inverse agonist, (399) 108 6-Ketocholestanol, (379) 305 
Invertase inhibitor, (385) 171 a-Ketoglutarate dehydrogenase, (382) 167 
Invertebrate venom, (384) 277 a-Ketoglutarate phosphoanalogue, (382) 167 
Inward rectifier, (378) 19; (391) 282 a-Ketoisocaproate dioxygenase, (393) 269 
Inward rectifier K* channel, (378) 64; (390) 217 Ketyl, (389) 20 
Inward rectifier K* channels, (379) 31 Kex2-like protease, (386) 201 
Inwardly rectifying K* channel, (386) 211; (399) 122 Kexin, (386) 201 
Inwardly rectifying potassium channel, (379) 239 KH domain, (382) 330 
lodine cleavage, (394) 71 Kidney, (394) | 
lon channel, (383) 26; (390) 280; (398) 91 Kidney tubule, distal, (388) 11 
lon channel inactivation, (398) 81 Kinase, (388) 177; (394) 96; (396) 189 
lon channel reconstitution, (394) 141 Kinase anchor protein, (382) 93 
lon permeability, (390) 63 Kinase specificity, (399) 333 
lonic channel, (380) 97; (383) 93 Kinase substrate, (399) 333 
Ionic current, (394) 335 Kinetic isotope effect, (398) 333 
Ionic strength, (391) 199 Kinetically influential mutant, (392) 35 
Ionizing radiation, (380) 87 Kinetics, (378) 286; (383) 185; (386) 99; (387) 58; (391) 109; (392) 215; 
lota toxin, (395) 191 (393) 314; (395) 113; (399) 99, 113 
IP, (381) 98 Kinetin, (393) 197 
Iron, (379) 231; (382) 189, 304; (397) 149 Kinetochore, (389) 70 
Iron metabolism, (390) 261 Kinetoplast, (381) 123 
Iron oxidation, (383) 155 Kinin, (399) 255 
Iron release, (381) 131 Kininogen, (391) 109 
Iron transport, (396) 243 Kininogen binding protein, (399) 255 
Iron-sulfur, (380) 287 Kink, (392) 309 
Iron-sulfur cluster, (389) 20 Kirromycin, (382) 297; (399) 59 
Iron-sulfur protein, (383) 79; (388) 43 Knob protein, (380) 147 
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Ligand binding, (391) 313; (399) 264 
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L-at- LLysophosphatidylcholine, (398) 48 
Lysophosphatidylcholine, (391) 263; (399) 87 
Lysosomal acid lipase, (397) 79 

Lysosomal enzyme hyperactivity, (394) 307 
Lysosomal enzymes, (382) 37 

Lysosomal phospholipidosis, (394) 307 
Lysosome, (390) 47; (398) 37; (399) 131 
Lysozyme, (382) 186 
Lysozyme-galactomannan conjugate, (383) 251 
Lysozyme-palmitic acid conjugate, (383) 251 
Lysyl oxidase, (398) 231; (399) 215 
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Matrix-assisted laser desorption/ionization, (384) 269 

Matrix-assisted laser desorption/ionization mass spectrometry, (379) 
165 

Matrix metalloproteinase, (380) 17; (390) 187, 221; (393) 101; (397) 277 

Matrix metalloproteinase 3, (381) 115, 222 

Matrix metalloproteinase 9, (383) 241; (392) 175 

Mature acid sphingomyelinase, (399) 227 
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Mitogen-activated protein kinase, (383) 273; (385) 149; (389) 285; 
(394) 34; (396) 103 

Mitosis, (389) 66 

Mitoxantrone, (379) 269 

MMP, (378) 126 

MMP-9, (382) 285 

MMTV promoter, (389) 244 

Mn cluster, (387) 33 
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Mononuclear cell, (399) 321 

Monte Carlo simulation, (387) 11 
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mRNA editing, (391) 57; (393) 253 
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Neurospora crassa, (378) 32 
Neurotoxicity, (392) 143 
Neurotoxin, (380) 29; (386) 133, 137 
Neurotransmission, (385) 119 
Neurotransmitter, (395) 153 
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Protein G (Streptococcus), (378) 190 

Protein identification, (398) 129 

Protein import, (390) 73 
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Quantitative RT-PCR, (390) 157; (396) 177 
Quaternary complex, (399) 59 

Quaternary structure, (383) 245; (394) 44, 316 
Quinol oxidase, (399) 21 
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Regulated secretion, (379) 15 
Regulation, (380) 277 
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Renal mitochondrial |a-hydroxylation, (390) 10 
Replicon, (379) 26 

Repolarization, (389) 167 

Resistance, (379) 26 

Resolution, (381) 161 

Resonance mirror analysis, (384) 138 
Resonance Raman spectroscopy, (380) 183; (396) 289 
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Respiratory complex assembly, (382) 111 
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soxL, (388) 43 
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SP6 promoter, (382) 327 
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Specificity determinant, (397) 347 
Spectral change, (391) 134 
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Spermadhesins (boar), (379) 207 
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Sphingomyelin cycle, (394) 237 
Sphingomyelin hydrolysis, (378) 88 
Sphingosine, (379) 177 
Sphingosine-|-phosphate, (382) 193 
Spinach (Spinacia oleracea), (384) 289 
Spinacia oleracea L., (395) 217 

Spinal cord, (388) 76; (390) 165 
Spindle poison, (392) 237 

Spingosine |-phosphate, (379) 260 
Spirostanol glycoside, (378) 157 


Splice variant, (387) 113; (398) 19; (399) 122 


Splicing, (381) 7 

Splicing variant, (390) 157 
Spodoptera frugiperda, (389) 238 
Spontaneous transformation, (389) 115 
Spontaneously hypertensive rat, (392) 242 
Sporulation, (378) 98; (381) 29 

SR Ca-ATPase, (379) 286 

sre gene, (383) 21 

SRY, (391) 24 

SSC1, (399) 259 

ssi signal, (388) 169 

Stability, (379) 171; (387) 157; (398) 312 
Stabilization, (395) 251 

Stable expression, (397) 39 

Stable transfection, (397) 50 

Stable transformation, (380) 257 
Staphylococcal nuclease, (397) 343 
Staphylococcal protein A, (390) 327 
Staphylococcus aureus, (391) 243 
Staphylococcus carnosus, (390) 327 
Staphylococcus xylosus, (390) 327 
Starch synthesis, (383) 159 

STAT, (396) 77 

STAT protein, (393) 53; (394) 365 
STAT 1, (386) 239 

Stat2, (381) 191 

STATS, (386) 239 

STATS, (394) 221 

Staurosporine, (392) 77 

Stem-loop RNA, (386) 60 

Stepwise folding, (391) 167 
Stereochemistry, (389) 12 
Stereospecificity, (388) 112; (399) 92 
Steroid, (388) 21 

Steroid hormone, (389) 244 
Steroid-induced cataract, (382) 281 


Sterol esterification, (392) 161 

Stipule, (379) 117 

Stopped-flow fluorescence, (387) 58 
Store-mediated calcium influx, (381) 249 
Store-operated calcium influx, (394) 159 
Store-operated channels, (390) 285 
Store-operated current, (390) 289 
Streptavidin, (389) 238 
Streptavidin-biotin, (390) 161 
Streptomyces, (391) 302 

Streptomyces lividans, (396) 257 


Stress, (378) 207; (381) 252: (392) 209; (396) 305; (398) 248 


Stress adaptation, (396) 233 
Stress induction, (396) 181 
Stress protein, (392) 100 
Stress-activated protein kinase, (383) 273; (396) 67 
Stress-activated protein kinase-3, (383) 273 
Stretch, (390) 304 

Striatum, (385) 205 

Structural biology, (379) 148 

Structural comparison, (395) 99 

Structural motif, (391) 167 

Structural signature pattern, (378) 93 
Structural similarity, (391) 167 

Structure, (379) 153; (380) 296; (398) 312 
Structure classification, (399) | 

Structure prediction, (378) 263 
Structure-activity relationships, (390) 129 
Structure-function, (391) 162; (399) 43 
Structure-function analysis, (395) 235 


Structure-function relationship, (384) 198; (385) 81; (390) 196 


Subcellular fractionation, (380) 246 
Subcellular localization, (382) 330; (385) 214 
Submandibular gland, (393) 57 

Substance P, (399) 264, 321 

Substituted aldamine, (398) 141 
Substituted xylo-oligosaccharide, (399) 303 
Substrate binding, (388) 50; (392) 285 
Substrate channeling, (379) 97 

Substrate discrimination, (379) 143 
Substrate docking, (395) 99 

Substrate inhibition, (397) 273; (399) 193 
Substrate interaction, (383) 13; (396) 196 
Substrate protection, (385) 171 

Substrate recognition, (389) 174 

Substrate selectivity, (380) 79 


Substrate specificity, (394) 121; (395) 127, 283; (396) 257 


Subtilisin, (394) 165; (395) 127 

Subtilisin-like proprotein convertase, (386) 201 
Subtractive cDNA cloning, (398) 187 
Subtractive hybridization, (385) 72 

Subunit, (384) 189 

a Subunit, (382) 171; (390) 280 

a, Subunit, (380) 272 

alA Subunit, (391) 232 

ip Subunit, (388) 150 

a2 Subunit, (379) 15 

8 Subunit, (378) 250; (379) 153; (380) 272 

5 Subunit, (379) 15 

Subunit a, (390) 34; (399) 26 

Subunit assembly, (392) 110; (394) 349; (399) 83 
Subunit B, (389) 314 

Subunit coexpression, (380) 272 

Subunit interaction, (384) 138 

Subunit interaction a—B, (382) 84 

Subunit isoform, (397) 347 

Subunit MBI peptidase activity, (383) 109 
Subunits A and c, (384) 285 

Succinate dehydrogenase, (389) 25 

Succinic semialdehyde reductase, (382) 179 
Sucrose-sucrose |-fructosyltransferase, (385) 39 
Sufentanil, (384) 198 

Sug2p, (387) 184 

Sugar phosphorylation, (378) 185 

Sugar sensing, (397) 239 

Sugar transport, (381) 127; (389) 174; (396) 218 
Sulfate assimilation, (387) 109 

Sulfate transporter, (392) 95 
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Sulfhydryl-specific reagent, (390) 142 
Sulfolobus, (378) 199 
Sulfolobus solfataricus, (387) 193; (389) 88 
Sulfur metabolism, (387) 179 

Sunflower, (396) 285 

Superantigen, (390) 196 

Supercoiled DNA, (386) 60; (392) 16 
Supercoiling, (382) 1 

Superior colliculus neuron, (378) | 

Superoxide, (379) 74; (381) 82; (382) 141; (385) 63 
Superoxide anion, (380) 224 

Superoxide anion release, (396) 157 

Superoxide dismutase, (381) 82; (382) 141, 213; (387) 105 
Superoxide generation, (380) 263 

Superoxide radical, (387) 137 

Supported lipid bilayer, (397) 70 

Suppression, (398) 317 

Suppressor, (394) 25 

Suramin, (388) 123 

Surface display, (390) 327 

Surface plasmon resonance, (385) 241; (398) 279 
Surfactant, (389) 278 

Survival factor, (387) 78 

Suspension-cultured cell, (383) 83 

SV40 T1-antigen, (394) 227, 233 

SV40 T-antigen, (380) 215 

SWI/SNF complex, (382) 97; (388) 5 

Synapse formation, (379) 63 

Synapsin, (398) 211 

Synaptic plasticity, (382) 48; (389) 309 

Synaptic vesicle, (380) 251; (398) 211 
Synaptobrevin, (386) 133 

Synaptotagmin, (378) 135, 253; (385) 119 
Synchronization, (391) 175 

Synchrotron, (384) 215 

Synechocystis, (389) 126 

Synonymous codon usage, (399) 78 

Synovial fluid, (390) 221 

Synoviocyte, (395) 179 

Synthesis, (398) 31 

Synthetic peptide, (379) 207; (384) 185; (385) 96; (396) 37 
Synthetic retinoid, (378) 153 

Synthetic tripeptide, (386) 47 


T cell, (398) 217, 308 

T lymphocyte, (381) 156; (384) 53 
3T3 cell, (389) 278 

T7 RNA polymerase, (382) 327 

T7 transcript, (396) 201 

Tachykinin receptor antagonist, (399) 321 
Tails of protein kinases, (382) 265 
Talin, (397) 316 

Tamoxifen, (394) 129 

Tannin, (382) 289 

Tapping mode, (397) 30 

Taq polymerase, (387) 189 

Targeted drug delivery, (395) 245 
Targeting, (390) 315; (396) 57 
Targeting signal, (390) 73 

Tat immunosuppressive activity, (383) 145 
TATA-box binding protein, (386) 110 
TATA-less gene, (398) 113 

Tat-TAR interaction, (384) 255 

Tau, (380) 63 

Tau protein, (379) 222; (384) 25; (387) 145 
Taxodiaceae, (383) 46 

Taxol, (393) 86 

TBEV, (382) 327 

TBP35, (394) 237 

T-cell, (398) 1 

Tear lipocalin, (395) 95 

Telomerase, (389) 115 

Telomeric DNA elongation, (391) 307 
Temperature shift-down, (386) 230 
Temporal expression, (387) 117 
Temporal regulation, (385) 1 
Tenascin, (389) 304 

Tendamistat, (390) 249 











Terminal complement component, (380) 8 
Terminal repeat, (397) 97 
Ternary cleavable complex, (397) 61 
Ternary complex, (382) 297; (387) 132 
Testicular germ cell, (396) 293 
Testis, (379) 11 

Tet, (388) 50 

Tet K, (391) 243 

Tetracycline, (388) 50; (391) 243 
Tetracycline/H* antiporter, (388) 50; (391) 243 
12-O-Tetradecanoylphorbol |3-acetate, (379) 279 
Tetrahydrobiopterin, (389) 35 

Tetrahymena, (394) 5 

Tetramer, (396) 208 

Tetramerization domain, (399) 166 

TFIIH, (397) 65 

Tg type-1 repeat, (391) 229 

TGF-B, (384) 14 

TGF-B superfamily, (382) 48 

Thapsigargin, (381) 249; (387) 85; (399) 277 
Theaflavin, (392) 40 

Thermal inactivation, (379) 161 

Thermal stability, (379) 295 

Thermoadaptation, (383) 245 

Thermodynamic parameter, (383) 13 
Thermodynamics, (383) 185; (399) 113 
Thermolysin, (380) 79 

Thermophile, (378) 199; (387) 193 
Thermophilic, (386) 215 

Thermophilic Bacillus, (397) 122 

Thermophilic Crenarchaeota, (389) 88 
Thermophilic enzyme, (398) 228 

Thermoplasma acidophilum, (398) 101 
Thermosome, (379) 127 

Thermostability, (383) 245; (392) 148; (394) 66; (398) 228 
Thermostable, (386) 215 

Thermotolerance, (399) 259 

Thermus thermophilus, (386) 260 

Thimerosal, (390) 149 

Thin filament, (380) 281; (384) 43; (397) 136 
Thin-layer chromatography, (381) 77 
Thiobarbituric acid reactive substances, (392) 45 
Thiol, (385) 58; (389) 149; (392) 121; (396) 95 
Thiol ester, (393) 37 

Thiol-activated cytolysin, (397) 290 
Thiol-disulfide, (378) 69 

Thiol-specific crosslinking, (387) 132 
Thioltransferase, (378) 69; (397) 293 
Thioredoxin, (379) 47; (382) 137; (385) 105; (392) 121 
Thioredoxin-f, (380) 123 

THP-1-derived macrophage, (399) 241 
Threading algorithm, (394) 191 
Three-dimensional structure, (379) 60; (399) 163 
Three-helix bundle, (378) 190; (383) 201 
Threonine amidohydrolase, (390) 211 

Threonine synthase, (390) 85 

Thrombin, (388) 180 

Thrombin activation, (378) 258 
Thrombocytopenia, (392) 6 

B-Thromboglobulin release, (381) 244 
Thrombopoietin, (395) 228 

Thrombospondin, (386) 82; (387) 36; (393) 193 
Thylakoid, (390) 175 

Thylakoid lumen, (379) 302 

Thylakoid processing peptidase, (398) 198 
Thymidine kinase gene, (396) 323 
Thymine-propenal, (399) 67 
Thymocyte, (395) 183 

Thymocyte apoptosis, (388) 238 
Thymosin B09, (394) 103 
Thymosin B4, (385) 72; (387) 132 
Thyrocyte, (394) 137 
Thyroglobulin, (391) 229; (399) 140 
Thyroid, (396) 223; (399) 140 
Thyroid carcinoma, (391) 61 
Thyroid hormone, (399) 220 
Thyroid hormone release, (391) 229 
Thyroperoxidase, (399) 140 
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Thyrotropin receptor, (378) 27 
Thyrotropin releasing hormone, (379) 11 
Tight junction, (399) 326 
Time-resolved fluorescence, (388) 242; (397) 273 
TIMP, (384) 155 
TIMP-1, (380) 53 
Tissue clearance, (396) 238 
Tissue expression, (381) 252; (386) 156 
Tissue factor binding, (385) 241 
Tissue inhibitor of metalloproteinase-i, (381) 115, 222 
Tissue inhibitor of metalloproteinases, (381) 21; (396) 103 
Tissue-specific expression, (397) 331 
Tissue-specific regulation, (382) 121 
Tissue-type plasminogen activator, (383) 139; (385) 72 
Titin, (380) 281; (385) 11 
T-lymphocyte, (390) 78 
T-lymphocyte (rat), (393) 48 
7TM receptor, (399) 264 
Tn-active glycoprotein, (398) 183 
TNF-a, (393) 69 
TNFa, (394) 237 
Tobacco, (397) 239 
Tobacco BY-2 cell, (391) 175 
Tocopherol-mediated peroxidation, (379) 51 
Tomato, (390) 275 
Tomato fruit, (378) 286 
Tonoplast, (389) 314 
Topa quinone, (398) 231 
Topoisomerase I, (396) 289 
Topoisomerase I inhibitor, (396) 289 
Topoisomerase II, (380) 127 
Topoisomerase II inhibitor, (397) 61 
Topology, (390) 249; (395) 29 
Torpedo californica, (386) 65 
Torpedo marmorata, (378) 272 
Torsades de pointes, (385) 77 
Total antioxidant activity, (392) 40 
Toxin, (383) 26; (386) 161; (396) 57 
Toxoplasma gondii, (389) 80 
TPX-1, (380) 246 
trans-acting ribozyme, (394) 132 
Transactivation, (383) 51; (392) 49 
Transactivator Leu3p, (390) 191 
Transacylase, (379) 97 
Transaldolase, (378) 161 
Transamination, (382) 167 
Transcellular metabolism, (388) 94 
Transcript, (399) 95 
Transcription, (382) 141, 323; (385) 58; (386) 75; (390) 319; (394) 25, 
353; (399) 140 
Transcription activator, (389) 35 
Transcription elongation factor, (385) 21 
Transcription factor, (381) 35; (390) 44; (391) 79, 131; (393) 113; (397) 
65 
Transcription factor AP-1, (384) 92 
Transcriptional initiation site, (395) 82 
Transcriptional regulation, (387) 179 
Transcriptional repression, (388) 5 
Transcriptional silencing, (379) 251 
Transcription-translation assay, (386) 156 
Transducin, (389) 186 
Transfection, (382) 244; (386) 149; (388) 16; (389) 278; (390) 133; (395) 
179 
Transfection, genetic system, (389) 80 
Transferrin, (388) 99; (396) 87 
Transferrin receptor, (396) 87 
Transformation, (383) 21; (385) 143 
Transformation-sensitive protein, (398) 187 
Transforming growth factor-B, (393) 193; (399) 207 
Transgene, (389) 3 
Transgenic animal, (380) 215 
Transgenic plant, (379) 26; (385) 154; (386) 5 
Transgenic rice, (391) 341 
Transglycosylation, (399) 203 
Transhydrogenase, (397) 93 
Transient Ca** channel, (398) 285 
Transient kinetics, (380) 13 
Transient state kinetics, (389) 153 






Transit peptide, (391) 203 

Transition state regulator, (381) 29 
Transketolase, (392) 293 

Translation, (382) 297; (387) 157; (388) 39; (390) 319; (394) 227, 285: 

(399) 223 

Translocase of outer mitochondrial membrane, (382) 153 
Translocation, (386) 161; (389) 32; (393) 48, 179; (395) 160 
Transmembrane a-helix, (384) 185 
Transmembrane helix, (398) 12 
Transmembrane segment, (399) 83 
Transmembrane translocation, (392) 81 
Transmissible spongiform encephalopathies, (389) 3 
Transphosphatidylation, (393) 236 
Transphosphorylation, (391) 195 
Transport, (392) 54; (395) 211; (396) 279, 298; (399) 299 
Transport assay, (383) 99 

Transpositional frequency, (390) 53 
Transposon mutagenesis, (397) 173 
Trans-sialidase, (399) 203 

Trans-splicing, (394) 227, 233 

Transverse tubule, (394) 330 

Trehalose, (378) 32; (391) 273 

Trehalose uptake and utilization, (386) 235 
Trehalose-6-phosphate synthase, (378) 32 
TRH-immunoreactive peptide, (379) 11 
Triad, (394) 330 

Trichoderma reesei, (390) 339 

Trichoderma reesei B-xylosidase, (399) 303 
Trichome, (379) 117 

Trichoplusia ni, (389) 238 

Tricorn protease, (398) 101 

Trifluoroacetic acid, (390) 199; (397) 45 
Trifunctional protein, (384) 58 

Trigger factor (E. coli), (384) 117 
Trigonelline, (380) 188 

3,3’,5 Triiodo-L-thyronine, (379) 181 
Triiodothyronine, (394) 61 

Trimeric G-protein, (387) 16 

Trinucleotide repeat, (399) 135 

Tripeptide amide, (379) 11 

Triple helix, (384) 207; (398) 31 

Triplet probe, (389) 111 

Triterpenoid, (392) 215 

Triticum, (384) 222 

tRNA, (396) 201 

tRNA channeling, (395) 63 

tRNA identity, (396) 201 

tRNA“", (382) 60 

tRNA", (382) 60 

tRNAMS ouy, (384) 38 

Trophic mechanism, (391) 39 
Tropomyosin, (383) 55; (394) 201 
Troponin enhancer, (383) 267 

TRP-1, (381) 165 

TRP-2, (381) 165 

Truncated mRNA, (394) 258 

Trypanosoma brucei, (396) 87 
Trypanosome, (381) 123 

Trypsin, (396) 108; (397) 11 

Trypsin digestion, (397) 308 

Tryptamine, (389) 136 

Tryptophan, (389) 136; (398) 239 
Tryptophan enhancement, (385) 154 
Tryptophan fluorescence, (383) 105; (386) 181 
Tryptophan hydroxylase, (392) 289 
Tryptophanyl-tR NA synthetase, (381) 32 
TTF-1, (399) 140 

T-type Ca** channel, (388) 150 
Tuberization, (383) 159 

Tubulin, (393) 27 
a-Tubulin, (397) 283 

B-Tubulin, (385) 7; (397) 283 
Tumor, (394) 345 
Tumor antigen, (393) 147 
Tumor cell, (393) 86 
Tumor marker, (388) 29 
Tumor necrosis factor, (379) 77, 157; (384) 61; (391) 293; (399) 277 
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Tumor necrosis factor a, (386) 72; (390) 233; (392) 175; (394) 137; 
(399) 71 

Tumor suppressor, (399) 166 

8 Turn, (387) 201 

Turnover number, (395) 199 

Two-component system, (388) 53 

Two-dimensional crystallization of protein, (388) 103 

Two-dimensional gel electrophoresis, (379) 222 

Two-dimensional NMR, (389) 203 

Two-hybrid system, (389) 191 

Type I allergy, (381) 217 

Type I topoisomerases, (384) 265 

Type II’ B-turn, (387) 11 

Type II hexokinase, (385) 233 

Type IV collagenase activation, (397) 277 

Tyrosinase, (381) 165 

Tyrosination, (393) 27 

Tyrosine, (382) 164; (392) 293; (398) 239 

Tyrosine aminotransferase induction, (394) 51 

Tyrosine dephosphorylation, (392) 153 

Tyrosine kinase, (380) 58; (390) 170; (394) 121; (396) 103, 233; (398) 
217 

Tyrosine kinase inhibitor, (380) 83; (383) 1 

Tyrosine phosphorylation, (378) 7; (379) 244; (380) 83, 198; (381) 249; 
(382) 11; (383) 1, 181; (384) 135; (386) 185, 230; (392) 229; (394) 221; 
(397) 113; (399) 63 

Tyrosine specific protein kinase, (396) 123 

Tyrosine tRNA genes, (384) 222 

Tyrosine-Z, (389) 199 

Tyrosyl radical, (387) 137 


U21, (379) 212 

U937 cells, (385) 149 
Ubiquinol-cytochrome c oxidoreductase, (390) 137; (395) 199 
Ubiquinone, (387) | 

Ubiquitin, (378) 177; (393) 292 
Ubiquitin-conjugating enzyme (E2), (391) | 
UDP-glucuronosyltransferase, (379) 181; (390) 294 
UK114, (393) 147 

ULF-250, (399) 33 

Ultrarapid metabolizer, (392) 30 
Ultrastructure, (385) 11; (392) 143 
Ultraviolet A, (384) 92 

Ultraviolet B, (399) 175 

Ultraviolet laser crosslinking, (380) 127 
Ultraviolet resonance Raman spectroscopy, (398) 239 
Uncoupling protein, (382) 239 

Unfolding, (391) 313 

Unidentified antioxidants, (384) 128 
Uniform, (392) 169 

Unitary current, (388) 59 

Untranslated first exon, (394) 371 
3’-Untranslated region, (387) 157; (394) 285 
Up116, (378) 272 

uPA, (381) 1; (393) 69 

Upstream sequence, (384) 243 

Uracil-DNA glycosylase, (388) | 

Urea transport, (386) 156 

Uric acid, (384) 128 

Uridylylation, (391) 223 

Uroguanylin, (398) 170 

Urokinase, (393) 216 

Urokinase receptor, (381) 1; (392) 125 
Urokinase receptor antagonist, (380) 21 
Urokinase-type plasminogen activator, (383) 139 
Usher’s type | la, (385) 185 

Uterine protein, (399) 33 

Uterine stromal cell line, (390) 311 

5’ UTR stem loop, (394) 345 

Utrophin, (398) 259 

UV melting, (384) 255 

UV-B, (380) 188 

UV-light, (381) 103 


V3 loop, (393) 280 

Vaccinia T7 expression system, (397) 79 
Vaccinia virus, (384) 265 

Vacuolar Ca”* , (392) 194 
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Vacuolar H*-ATPase, (380) 296; (398) 61 
Vacuolar invertase, (385) 171 
Vacuolating toxin, (399) 127 
Vacuole, (378) 177; (384) 31; (391) 273 
Valosin-containing protien, (382) 261 
Valproate, (384) 58 

VAMP, (386) 133, 137 

Vanadate, (399) 143 

Variant, (396) 208 

Variation potential, (380) 93; (390) 275 
Vascular endothelial cell, (392) 100 
Vascular endothelial growth factor, (382) 229 

Vascular smooth muscle, (399) 63 

Vascular smooth muscle cell, (380) 224; (387) 78; (397) 89; (399) 207 
Vasopressin, (378) 135; (397) 201 

V-ATPase, (386) 161 

VCAM-1, (379) 69; (382) 323 

VDAC, (386) 205 

Venom, (392) 6 

Vertebrate evolution, (397) 25 

Very low density lipoprotein, (386) 197 

Very low density lipoprotein receptor, (396) 14 

Very low density lipoprotein secretion, (394) 247 

Vesicle function, (389) 61 

Vesicular transport, (391) 195 

v-Fos, (390) 47 

Vibrio alginolyticus, (381) 174 

Vicia villosa B4 agglutinin, (395) 103 

Video-microscope, (398) 67 

Vigilin, (382) 330 

Vigna radiata, (388) 139 

Vinculin, (382) 65; (384) 71 

Violaxanthin de-epoxidase, (389) 319 

VIP21-caveolin, (388) 143; (389) 52 

Viral-Gag, (384) | 

Virosome, (390) 315; (391) 17 

Virus-coded proteinase, (388) 233 

Viscum album, (396) 261; (399) 153 

Visual cortex, (392) 169 

Visual transduction, (393) 211 

Vitamin Bg, (390) 179 

Vitamin D, (393) 77 

Vitamin D dependent rickets type II, (396) 157 

Vitamin Ds, (396) 157 

Vitamin E, (379) 51; (392) 45 

Vitamin K, (387) 78 

VLDL receptor, (386) 197 

vma mutant, (379) 38 

Voltage clamp, (394) 335 

Voltage-dependent calcium channel, (380) 272 
Voltage-operated calcium channel, (399) 63 

Volvox, (396) 298 

V-type H*-ATPase, (384) 285; (389) 314 


Water channel, (381) 208 

Water cleavage, (378) 140 

Water oxidation, (387) 33 
Water-—protein interaction, (383) 191 
Wegener, (382) 130 

Western blot, (385) 109, 201 
Western blot analysis, (382) 105; (391) 21 
Western blotting, (384) 193 

Wheat, (396) 285 

Wheat germ extract, (384) 222 
White-rot, (391) 144 

Whole mount in situ hybridization, (381) 257 
Whole-cell recording, (390) 78 
Wilms’ tumor, (393) 41 

Wistar fatty (fa/fa) rat, (378) 267 
Wobble base pair, (385) 15 

Woody plants, (393) 205 
Wortmannin, (381) 249 

Wound healing, (398) 120 
Wounding, (380) 93 

WT1, (393) 41 

WTI] gene, (393) 41 


X11, (397) 197 
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Xanthone biosynthesis, (383) 264 

Xanthophyll, (384) 240 

Xanthophyll cycle, (389) 319 

X-Arrestin, (382) 105 

Xenobiotic, (384) 31 

Xenopus laevis, (379) 165; (381) 98; (386) 110; (398) 91 

Xenopus laevis oocyte, (380) 272; (395) 157 

Xenopus oocyte, (378) 64; (380) 113; (381) 71, 98; (384) 189; (386) 211; 
(392) 25; (394) 196; (399) 122 

Xenopus oocyte expression, (378) 19 

X-ray absorption spectroscopy, (389) 229 

X-ray analysis, (381) 111; (391) 157 

X-ray crystal structure, (378) 126; (389) 145 

X-ray crystallography, (378) 291 ; (379) 69, 94; (383) 119; (389) 15, 195; 
(391) 9; (392) 35; (399) 166 

X-ray diffraction, (378) 98; (384) 215, 219; (394) 201; (396) 161; (397) 
290 

X-ray diffraction analysis, (382) 15 

X-ray structure, (387) 105; (389) 35; (390) 59; (397) 65 

Xylulose, (395) 174 


Yap3, (383) 67 

Yeast, (378) 48, 177; (383) 67, 114, 255; (385) 43; (390) 319; (391) 162, 
273; (393) 236 

Yeast artificial chromosome, (389) 84; (396) 213 

Yeast expression, (395) 6 

Yeast metallothionein, (379) 85 

Yeast plasma membrane vesicle, (386) 181 

Yeast (Saccharomyces cerevisiae), (390) 191 
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citation will not apply. The list of references will be printed at the end of the paper. References to journal articles should contain the names 
and initials of all authors, year of publication in parentheses, abbreviation of the journal title according to current practice, volume 
number and inclusive page numbers. Articles may be cited as ‘in press’ only if a copy of the acceptance notice is supplied at the time of 
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Submissions on diskette: The manuscript, (three copies), floppy and a list of non-standard characters should be submitted in the usual 
manner. The preferred storage medium is a 5% or 32 inch disk in MS-DOS format, although other systems are welcome, e.g., Macintosh 
(in this case save your file in the usual manner, do not use the option ‘save in MS-DOS format’); if you use NEC, please submit your 
article on a double density or high density 5% inch disk or double density 3% inch disk (not a high density 3'2 inch disk). Please do not split 
the article into separate files (title pages as one file, text as another, etc.). Format your disk correctly and ensure that only the relevant file 
(one complete article only) is on the disk. Accurate keyboard practice is essential, for instance, ‘one’ (1) and ‘el’ (1) must be clearly different. 
Non-reproducible characters should not be left as a blank space in the file but be replaced by (a) character(s) not used elsewhere, and used 
consistently, e.g. using T (for capital gamma) and y (for lower case gamma); the use of such non-standard symbols should be stated. 
Recommended reading: Chicago Guide to Preparing Electronic Manuscripts, The University of Chicago Press, Chicago (1987). The 
Publisher is under no obligation to use the submitted floppy, but will make every attempt to ensure that it is used. 


3. Preparation of Figures 

3.1. All figures should be designed to economise on space, and ideally should be made to fit one printed column (width 8 cm). Half-tone figures 
should not be included in line drawings. Figures will be returned to authors only if requested when the manuscript is submitted. 

3.2. Nucleic and amino acid sequences should be submitted as sharp, clean prints already reduced as much as possible to fit within a single- 
column (8.4 cm) or double-column width (17.6 cm), while retaining perfect legibility (e.g. to avoid confusion between the letters C and G). 
If a word-processor is used to generate the sequences, a letter-quality printer should be employed; matrix-printed characters do not 
reproduce. In reporting DNA sequences, presentation of a sequencing strategy is generally unnecessary. However, it should be confirmed 
by a statement in the Materials and Methods section that the sequence was determined on both strands. 

3.3. Original half-tone figures should be very sharp, high-contrast photoprints and be designed to display relevant information only, avoiding 
disproportionately large labelling of lanes. Line drawings should not be included in half-tone figures. For photographs which require 
labels, such as electrophoretograms, please supply the initial photographs mounted on white paper with lettering. Do NOT send photo- 
graphs of photographs. 

3.4. Symbols: The following symbols can be typeset and should be used in preference to non-standard forms: 


@ av@eens * x + 


3.5. | When preparing figures, particularly graphs, we urge authors to follow the suggestions of H.G. Hers ((1984) Nature 307, 205). In 
particular: (1) Graph with more than one line: identify each by appropriate labelling. (2) Figure containing several panels with the 
same axes, usually denoted a,b, etc: indicate on each panel its experimental specificity. (3) Use one symbol for the same experimental 
condition in all comparable figures in the article. (4) If several symbols necessary: use the open circle (suggesting nothing added) for the 
control, e.g. experiment without (©) or with (@) an addition or treatment. (5) Label axes as precisely as possible: e.g. “Time after drug 
addition’ rather than ‘Time’. Also express results in mol rather than cpm or absorbance units, sparing readers the task of conversion. If 
results are given in percent, define 100% in standard units in the legend. (6) Legend: should be as short as possible, and could often be 
restricted to the title since, ideally, the figure would be intelligible without referring to the legend. 

3.6. Colour reproduction: When these are essential to the understanding of a paper, figures may be reproduced in colour, at the authors’ own 

expense. This will, however, lengthen the publication time. The price of a single printed full colour page is Dfl. 750.00, exclusive of sales 

tax. Two, three or four full colour pages in combination will cost Dfl. 500.00 per page ex sales tax. 


4. Publication of Protein Structures If pertinent, authors should follow the suggestions stated in the Letters to the Editor in FEBS Lett. Vol. 380, 
pp. 301 & 302, 1996. 


5. Ethics of Experimentation In scientific investigations in people the steps taken to avoid unjustified risk or discomfort should be stated. These 
should include peer review of the proposed investigation and informed consent by the subjects being investigated. Similarly the steps taken to 
protect animals from pain should be stated explicitly. 


6. Proofs Proofreading will be undertaken by the Publisher. Uniless strictly necessary and specifically requested on the title page and by the 
Editor, proofs will not be sent to authors. Proofs will be faxed to authors only for checking of typesetting accuracy; no change to the accepted 
manuscript will be allowed at this stage (see 2.9 above). Amendments to the contents of a manuscript at the proof stage will only be made after 
approval of the accepting editor. Extensive amendments may require an additional review round. Sending of proofs to authors will of course 
delay publication of those papers; to minimise this, authors should respond within 24 hours after receipt of their proofs. 


7. Requests for Permission to Reproduce Material from Published Articles Authors wishing to reproduce figures, tables and text from articles 
published in FEBS Letters for non-commercial purposes may do so providing the original publication is acknowledged accordingly and the 
authors’ approval is obtained. No special permission is needed from either the Publisher or the Managing Editor for this. 

8. Reprints On acceptance of a paper the submitting author will receive an order form on which all authors’ reprints of that article may be 
ordered, including the 50 free reprints. In addition, the author should supply supplementary material as requested under (a)-(d) on the form. The 
intact reprint order form should be returned as soon as possible to: FEBS Letters, Log-in Dept., Elsevier Science BV, PO Box 2759, 1000 CT 
Amsterdam, The Netherlands. 

9. Editorial Matters Address all queries concerning accepted manuscripts to: FEBS Letters, Log-in Dept., Elsevier Science BV, PO Box 2759, 
1000 CT Amsterdam, The Netherlands (FAX no. +31 (20) 4853271), specifying editor's code and manuscript number. 
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be published. The overriding criterion is that a paper must be of sufficient immediate importance to the work of other investigators to justify 


Papers should be short, complete and essentially final reports. Papers not sufficiently sustained by experimental details will not 






urgent publication. FEBS Letters is not a repository for material which, though sound, does not meet this criterion (see cover page 2). 






Extensive Information on FEBS Letters is now available via internet. The address is: http://www.elsevier.nl/locate/febslet (for N. America: 





http ://www.elsevier.com/locate/febslet). 
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Genetics, Cell Biology, Metabolism, Immunochemistry, Natural Products. 






Submission Procedure The authors should submit their papers to the Editor who is the closest to their field of interest (rather than geographicall) 
this accelerates the reviewing process. The full addresses of the Editors are given on page 2 of the cover. Papers may be submitted in English, 






French or German, with an abstract in English. Authors should include 3 self-addressed sticky labels and three extra copies of the title page with 






their manuscript to facilitate editorial handling and provide their fax and telephone numbers, and e-mail address on the title page to enable the 
Editor/Publisher to contact them on queries. Three copies of the paper should be submitted. The authors must also submit the paper in electronic 







form subject to the provisions in paragraph 2.12. This will accelerate the publication process and reduce the danger of misprints. 
Authors may not re-submit to other Editorial Board Members a paper that has already been rejected. 







We assume that the manuscripts submitted to us have been approved by all authors. If this assumption turns out to be incorrect, the manuscripts 





will be considered either as rejected or withdrawn, and not be published. 





Submission of a paper to FEBS Letters is understood to imply that this has not been published in part nor is being considered elsewhere, and that all 





authors agree to the submission. 









Minireviews and Hypotheses in FEBS Letters Minireviews and Hypotheses should be submitted to Professor M. Saraste. The minireviews 


should, as a rule, be not more than 2500 words in length, preferably with fewer than 40 references and with |—3 figures or tables. A short abstract 






(less than 100 words) and 4-6 key words should be included. The minireviews should be topical and of interest not only to specialists in the field 
but also to the general reader. Sufficient information should therefore be included in the Introduction to explain the background to non- 
specialists. The author(s) should use short descriptive subtitles. The papers labelled as Hypotheses should present novel ideas or new interpreta- 








tions of established observations, and should be based on sound data and avoid excessive speculation. Personal views can also be expressed in 





minireviews. 










1. General Arrangement of Research Letters The first page should carry the title, authors’ names and affiliations (with full postal addresses, 
telephone and fax numbers, and e-mail address), an abstract, up to six specific keywords and appropriate footnotes. The abstract should be less 
than 100 words and summarize the research problem and pertinent findings; the keywords should reflect significant factors of the investigation as 


a whole (see 2.7 below). On subsequent pages the Introduction (1.) should be followed by numbered sections: 2. Materials and Methods; 3. 








Results; 4. Discussion. When appropriate these may be combined. Acknowledgements should precede References and not be included as a 
footnote. Figure legends (see 3 below) and tables should appear on separate sheets after References. 







2. Preparation of Text 

2.1. | Manuscripts must be typewritten, double spaced with wide margins, on one side of the paper only. 

2.2. +The original manuscript and figures, and two copies of both, should be submitted to facilitate refereeing. Unless requested otherwise, only 
the top copy of a manuscript will be returned to the author if a paper is rejected. 

2.3. The length of the submitted manuscript should be such that the final printed version does not exceed 5 pages, including the figure legends, 
tables and references. (As an approximate guide to authors for judging the length of their paper, the following estimation may be used: 
3 type-written A4 (double-spaced) pages = | printed page; 3 ‘average’ figures plus legends = | printed page; 3 ‘average’ tables = | printed 






























page; 30 references = 1/2 printed page (1 full-length column).) The Editors will only accept longer papers when there are compelling 
reasons. Any repetition of information in the text and figures should be avoided. 

2.4. Papers may be returned to authors for shortening and language correction. Revised versions returned more than two months after the 
original date of receipt will be considered as resubmissions and will carry only the date of receipt of the revised version. 

2.5. |The author(s) for correspondence and full postal address should be indicated in a footnote on the title page, with telephone and fax 
numbers and e-mail address. 

2.6. If the paper is a dedication this should be indicated in a footnote on the title page. 

2.7. Keywords: Authors are requested to consult the annual cumulative subject index of FEBS Letters or the list of subject headings from 
Index Medicus for preferred synonyms and standard abbreviations. A maximum of six keywords should be selected and included with the 
submitted manuscript. American spelling will be used and plural terms avoided where possible. The list submitted may be amended to 
ensure that index entries are consistent in the master index. General terms such as enzyme, membrane, etc. should not be used unless 
qualified, e.g. membrane phosphorylation, enzyme activation. Terms indicating the origin of the material studied such as rat, E. coli, etc. 
should only be added as a last keyword, e.g. Rat heart; Bovine uterus; CHO cell. Example: Game, S., Holman, G. and Eisenthal, R. 
(1986) FEBS Lett. 194, 126-130. 

Title: Sugar transport in Trypanosoma brucei: a suitable kinetic probe 
Keywords: Sugar transport; D-Glucose; Anhydro-D-glucitol, 1,5-; Deoxy-D-glucose, 1-; Trypanosoma brucei 

2.8. | Nomenclature and abbreviations: Authors should follow internationally agreed rules as set out in ‘Biochemical Nomenclature and Related 
Documents’ (A Compendium; 2nd Edn, 1992) International Union of Biochemistry and Molecular Biology, published by Portland Press, 
London and Chapel Hill, UK. Abbreviations should be expanded in a footnote on the title page. 

2.9. | Typescripts should be carefully checked before submission to obviate alterations after acceptance. 

2.10. Tables: Tables should be used sparingly; they should be used only when the data cannot be presented clearly in the text. Authors are 
requested to consult recent issues of FEBS Letters for the proper table layout. The heading of the table should make its general meaning 
understandable without reference to the text. 
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